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Top 25 species bar plot
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Species

Bacillus halotolerans_subtilis
Burkholderia cepacia_contaminans_lata_multivorans
Burkholderia contaminans_lata_multivorans
Corynebacterium mastitidis
Cutibacterium acnes

Escherichia coli

Faecalibaculum rodentium

Gloeothece membranacea_nov_85.877%
Lactobacillus murinus

Listeria monocytogenes

Massilia aurea

Prevotella shahii_nov_87.677%
Prevotella veroralis_nov_96.755%
Pseudomonas aeruginosa

Rothia mucilaginosa

Rothia nasimurium

Salmonella enterica

Shigella boydii

Shigella sonnei

Staphylococcus argenteus_aureus
Staphylococcus sciuri

Streptococcus danieliae

Streptococcus mitis

Streptococcus parasanguinis
Streptococcus salivarius

Streptococcus thoraltensis



