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Allobacillus halotolerans

Alloprevotella sp._HMT_473

Bacillus halotolerans

Capnocytophaga leadbetteri

Corynebacterium matruchotii

Enterococcus faecalis

Escherichia fergusonii

Frondibacter mangrovi_nov_92.570%

Fusobacterium nucleatum

Limosilactobacillus fermentum

Listeria monocytogenes

Neisseria subflava

Other: < 4%

Porphyromonas gingivalis

Prevotella oris

Pseudomonas aeruginosa

Saccharibacteria_(TM7)_G−1 bacterium_HMT_957

Salmonella enterica

Schaalia odontolytica

Shigella sonnei

Staphylococcus argenteus_aureus_roterodami

Streptococcus gordonii

Streptococcus mitis

Streptococcus oralis

Streptococcus sanguinis

Truepera radiovictrix

Veillonella dispar_parvula

Veillonella parvula

Top 27 species bar plot


