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Aggregatibacter

Bacteroidales_G−2

Campylobacter

Desulfogranum

Filifactor

Fusobacterium

Haemophilus

Methylobacterium

Neisseria

Other: < 10%

Parvimonas

Parvimonas_Peptostreptococcus

Peptoniphilaceae_G−1

Peptostreptococcaceae_XIG−4

Peptostreptococcaceae_XIG−5

Peptostreptococcaceae_XIG−6

Peptostreptococcaceae_XIG−9

Porphyromonas

Pseudomonas

Stenotrophomonas

Stomatobaculum

Streptococcus

Treponema

Veillonella

Top 23 genera bar plot


