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Campylobacter gracilis

Campylobacter rectus_showae

Desulfogranum japonicum_nov_86.848%

Fusobacterium nucleatum_nucleatum_subsp._vincentii

Fusobacterium nucleatum_subsp._vincentii

Fusobacterium sp._HMT_203

Haemophilus haemolyticus

Haemophilus parainfluenzae

Methylobacterium radiotolerans

Neisseria flava_macacae_mucosa_sicca

Neisseria subflava

Other: < 11%

Parvimonas micra

Parvimonas sp._HMT_110

Parvimonas_Peptostreptococcus Candidatus massiliensis_sp._HMT_110_sp._HMT_393

Peptoniphilaceae_G−1 bacterium_HMT_113

Peptostreptococcaceae_XIG−4 bacterium_HMT_103

Peptostreptococcaceae_XIG−4 bacterium_HMT_369

Peptostreptococcaceae_XIG−5 Eubacterium_saphenum

Peptostreptococcaceae_XIG−6 Eubacterium_nodatum

Peptostreptococcaceae_XIG−9 Eubacterium_brachy

Porphyromonas gingivalis

Pseudomonas helmanticensis

Pseudomonas koreensis

Stenotrophomonas pavanii_nov_97.902%

Stomatobaculum longum

Streptococcus cristatus_downii_gwangjuense_infantis_infantis_cla ...(17 species)

Streptococcus intermedius

Streptococcus sanguinis

Veillonella dispar

Top 29 species bar plot


