Relative Abundance

Top 28 species bar plot
RC_NP_PP RC_VP_PP Species

Aerococcus urinaeequi_viridans

Aridibacter famidurans_nov_96.552%
Atopobium sp._HMT_199
Bacteroidaceae_G-1 bacterium_HMT_272
Campylobacter gracilis
Enterococcus faecalis
Erysipelotrichaceae_G-1 bacterium_HMT_904

= Fretibacterium fastidiosum
Micrococcus cohnii
Mogibacterium timidum
multigenus multispecies_sppn3_5_nov_96.737%
Olsenella phocaeensis_sp._ HMT_809
Oribacterium sp._HMT_078_nov_97.537%
Other: < 11%
Paracoccus speluncae
Parvimonas micra
Parvimonas_Peptostreptococcus Candidatus massiliensis_sp._ HMT_110_sp._HMT_393
Peptoniphilaceae_G-1 bacterium_HMT_113
Peptostreptococcaceae_XIG-1 bacterium_HMT_383
Peptostreptococcaceae_XIG-4 bacterium_HMT_369
Peptostreptococcaceae_XIG-9 Eubacterium_brachy
Peptostreptococcus stomatis
Phocaeicola abscessus
Pradoshia eiseniae_nov_93.764%
Pseudomonas alcaliphila_chengduensis_oleovorans_toyotomiensis
Pseudoramibacter alactolyticus
Staphylococcus capitis_caprae_epidermidis

Stomatobaculum sp._HMT_373
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Streptococcus anginosus_constellatus
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