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Samples

Description2

@ FT_VP_PP
@D PT_NP_PP

Saccharibacteria_(TM7)_[F-2]
Enterobacteriaceae
Lachnospiraceae
Clostridiaceae

multifamily

Anaerolineaceae
Prevotellaceae
Bacteroidetes_[F-1]
Bacteroidales_[F-2]
Burkholderiaceae
Gemellaceae

Aerococcaceae
Veillonellaceae
Bifidobacteriaceae
Veillonellaceae
Selenomonadaceae
Peptostreptococcaceae_Peptostreptococcaceae_[XI]
Corynebacteriaceae
Moraxellaceae_Neisseriaceae
Pseudomonadaceae
Tissierellaceae
Caulobacteraceae
Carnobacteriaceae
Treponemataceae
Eubacteriaceae

Blastocatellaceae

Family

Xanthobacteraceae
Sphingomonadaceae
Acidobacteriaceae
Synergistaceae
Actinomycetaceae
Staphylococcaceae
Lactobacillaceae
Actinomycetaceae
Micrococcaceae
Rhodobacteraceae
Campylobacteraceae
Lachnospiraceae_[XIV]
Neisseriaceae
Porphyromonadaceae
Saccharibacteria_(TM7)_[F-1]
Atopobiaceae
Fusobacteriaceae
Peptoniphilaceae_Peptostreptococcaceae_[XI]
Enterococcaceae
Pasteurellaceae
Streptococcaceae
Desulfobulbaceae
Peptoniphilaceae

Peptostreptococcaceae_[XI]



