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Species

Aggregatibacter paraphrophilus
Campylobacter gracilis

Desulfobulbus sp._ HMT_041
Desulfogranum japonicum_nov_86.848%
Enterococcus faecalis

Fusobacterium sp._HMT_203

Neisseria flava_macacae_mucosa_sicca
Olsenella profusa

Other: < 10%

Parvimonas micra

Parvimonas sp._HMT_110

Peptoniphilaceae_G-1 bacterium_HMT_113
Peptostreptococcaceae_XIG—-4 bacterium_HMT_103
Peptostreptococcaceae_XIG—-4 bacterium_HMT_369
Peptostreptococcaceae_XIG-5 Eubacterium_saphenum
Peptostreptococcaceae_XIG—-6 Eubacterium_nodatum
Peptostreptococcaceae_XIG—-9 Eubacterium_brachy

Saccharibacteria_(TM7)_G-1 bacterium_HMT_346

Streptococcus cristatus_downii_gwangjuense_infantis_infantis_cla ...(17 species)

Tannerella forsythia

Parvimonas_Peptostreptococcus Candidatus massiliensis_sp._ HMT_110_sp._ HMT_393



