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Species

Aerococcus urinaeequi_viridans

Anaeroglobus geminatus

Enterococcus faecalis

Fretibacterium fastidiosum

Fusobacterium nucleatum_nucleatum_subsp._animalis

Fusobacterium nucleatum_subsp._vincentii

Fusobacterium sp._HMT_203

Haemophilus parainfluenzae

Moraxella catarrhalis_nonliquefaciens

multigenus multispecies_sppn3_5_nov_96.737%

Oribacterium sp._HMT_078_nov_97.537%

Other: < 20%

Parvimonas micra

Peptoniphilaceae_G−1 bacterium_HMT_113

Peptostreptococcaceae_XIG−1 bacterium_HMT_383

Peptostreptococcaceae_XIG−1 Eubacterium_infirmum

Peptostreptococcaceae_XIG−6 Eubacterium_minutum

Phocaeicola abscessus

Pradoshia eiseniae_nov_93.764%

Pseudoramibacter alactolyticus

Pyramidobacter piscolens

Sphingomonas aerolata_aurantiaca_faeni_ginsenosidivorax_olei_pa ...(6 species)

Staphylococcus capitis_caprae_epidermidis

Stenotrophomonas pavanii_nov_97.902%

Streptococcus sinensis

Top 24 species bar plot


