
PT_NP_HPTPT_NP_PPPT_VP_HPTPT_VP_PPRC_NP_HPTRC_NP_PPRC_VP_HPTRC_VP_PP

S
016

S
017

S
018

S
019

S
020

S
021

S
022

S
023

S
024

S
025

S
026

S
027

S
028

S
029

S
030

S
076

S
077

S
078

S
079

S
080

S
081

S
082

S
083

S
084

S
085

S
086

S
087

S
088

S
089

S
090

S
106

S
107

S
108

S
109

S
110

S
111

S
112

S
113

S
114

S
115

S
116

S
117

S
118

S
119

S
120

S
046

S
047

S
048

S
049

S
050

S
051

S
052

S
053

S
054

S
055

S
056

S
057

S
058

S
059

S
060

S
001

S
002

S
003

S
004

S
005

S
006

S
007

S
008

S
009

S
010

S
011

S
012

S
013

S
014

S
015

S
061

S
062

S
063

S
064

S
065

S
066

S
067

S
068

S
069

S
070

S
071

S
072

S
073

S
074

S
075

S
091

S
092

S
093

S
094

S
095

S
096

S
097

S
098

S
099

S
100

S
101

S
102

S
103

S
104

S
105

S
032

S
034

S
035

S
036

S
037

S
039

S
041

S
042

S
043

S
044

0.00

0.25

0.50

0.75

1.00

Sample

R
el

at
iv

e 
A

bu
nd

an
ce

Species

Aerococcus urinaeequi_viridans

Aggregatibacter paraphrophilus

Anaeroglobus geminatus

Aridibacter famidurans_nov_96.552%

Campylobacter gracilis

Desulfobulbus sp._HMT_041

Enterococcus faecalis

Fusobacterium sp._HMT_203

Gemmatimonas phototrophica_nov_90.476%

Haemophilus parainfluenzae

Janthinobacterium aquaticum_lividum_rivuli

Kluyvera_Siccibacter ascorbata_cryocrescens_turicensis

Moraxella catarrhalis_nonliquefaciens

multigenus multispecies_sppn3_5_nov_96.737%

Other: < 32%

Paracoccus speluncae

Parvimonas micra

Parvimonas sp._HMT_110

Peptostreptococcaceae_XIG−1 Eubacterium_infirmum

Peptostreptococcaceae_XIG−4 bacterium_HMT_369

Peptostreptococcaceae_XIG−6 Eubacterium_nodatum

Peptostreptococcaceae_XIG−9 Eubacterium_brachy

Porphyromonas gingivalis

Pseudoramibacter alactolyticus

Pyramidobacter piscolens

Sphingomonas aerolata_aurantiaca_faeni_ginsenosidivorax_olei_pa ...(6 species)

Streptococcus cristatus_downii_gwangjuense_infantis_infantis_cla ...(17 species)

Streptococcus sanguinis

Terriglobus aquaticus_nov_97.763%

Top 28 species bar plot


