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Samples

Description2

@ FT_VP_PP
@D PT_VP_HPT

Eikenella
Lachnospiraceae_[G-3]
Saccharibacteria_(TM7)_[G-1]
Cardiobacterium

Paracoccus

Filifactor

Actinomyces

Rothia

Sphingomonas

Haemophilus

Staphylococcus

Prevotella

Porphyromonas
Capnocytophaga

Treponema

Catonella
Lachnoanaerobaculum
Massilia

Gemella

Abiotrophia

Neisseria

Granulicatella

Bacillus

Veillonellaceae_[G-1]
Erysipelotrichaceae_[G-1]
Mogibacterium

Johnsonella

Aggregatibacter
Desulfogranum

Pseudomonas

Lautropia
Acinetobacter_Prolinoborus
Peptostreptococcaceae_[XI][G-5]
Selenomonas

Oribacterium

Leptotrichia

Enterococcus

Veillonella
Peptoniphilaceae_[G-1]
Pseudoramibacter

Aridibacter

Fusobacterium

Desulfobulbus
Janthinobacterium
Peptostreptococcaceae_[XI][G—6]
Peptostreptococcaceae_[XI][G-4]
Peptostreptococcaceae_[XI][G-9]
Campylobacter

Streptococcus

Parvimonas

Genus



