roteobacteria.C_Alphaproteobacteria.O_Rhodobacterales.F_ Rhodobacteraceae G_Paracoccus.S_multis
] |class: PT_NP_HPT| I --------------------- [class: PTNP_PP] |

0.0 |

0.0L2 |

0.0L0 -

0.008 |-+

0.006 |-+

Relative abundance

0,004 |-

0,002 |+

0.000 .




