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class: PT_NP_HPTclass: PT_NP_PPclass: PT_VP_HPTclass: PT_VP_PPclass: RC_NP_HPTclass: RC_NP_PPclass: RC_VP_HPTclass: RC_VP_PP

K_Bacteria.P_Firmicutes.C_Bacilli.O_Bacillales.F_Staphylococcaceae.G_Staphylococcus.S_saprophyticus


