K Bacteria.P_ Saccharlbacterla TM7 .C_ Saccharlbacterla _TM7__C1 .0_ Saccharlbacterla __T™M7

Relative abundance

class: PT “Nclass: PT|

class: PT \Jclass PT] class: RC qclass R class: RQ class: RC_VP_PP]

0.06

0.05

0.04

0.03

0.02

0.01

0.00

_ O



