eobacteria.C_Gammaproteobacteria.O_Pseudomonadales.F_Pseudomonadaceae.G_Pseudomonas.S m

class: RC__VP_HPT] class: RC_VP_PP]
008 Fe. ... . — J =

0.06 B ... BB

0.04 O ... BB

Relative abundance

002 8. ... L

0.00



