acteria.P_Firmicutes.C Clostridia.O_Clostridiales.F_Peptostreptococcaceae Xl .G_Mogibacterium.S_tir
007 |class:RC_NPPP| & |class: RC_VP_HPT] |

0.06

0.05

0.04

0.03

Relative abundance

0.02

0.01

0.00



