Bacteria.P_Synergistetes.C_Synergistia.O_Synergistales.F_Synergistaceae.G_Fretibacterium.S sp  HMT
0.007 - ‘|class:RC_NPPP] & |class: RC_VP_HPT] |

0.006 |- BB

0.005 |- BB

0.004F - IR

0.003 | BB

Relative abundance

0.002 | BB

0.001 f- IR

0.000




