
0.000

0.002

0.004

0.006

0.008

0.010
R

e
la

ti
v
e
 a

b
u
n
d
a
n
ce

class: PT_NP_PP class: PT_VP_HPT

K_Bacteria.P_Firmicutes.C_Bacilli.O_Lactobacillales.F_Aerococcaceae.G_Aerococcus.S_multispecies_spp162_2


