eria.P_Actinobacteria.C_Actinobacteria.O_Actinomycetales.F_Actinomycetaceae.G_Peptidiphaga.S sp
0.0008 |- (class: ADULT negative| § 8 |class: ADULT positive|] & |

030100 I I T H N P B

0.0006 |- R

611010 T I N N N ' e

0.0004 |-

0.0003 |-

Relative abundance

0.0002 |-

0.0001 |-

0.0000



