
SP613 Absconditabacteria_(SR1)_[G-1] bacterium_HMT_875 (0.00%|0.01%|0.39%|0.01%)

SP456 Absconditabacteria_(SR1)_[G-1] bacterium_HMT_874 (0.03%|0.08%|0.17%|0.08%)

SP17 Absconditabacteria_(SR1)_[G-1] bacterium_HMT_345 (0.01%|0.24%|0.45%|0.02%)

SP326 Gracilibacteria_(GN02)_[G-2] bacterium_HMT_873 (0%|0.00%|0.01%|0%)

SP311 Gracilibacteria_(GN02)_[G-1] bacterium_HMT_871 (0%|0%|0.00%|0.01%)

SP664 Gracilibacteria_(GN02)_[G-1] bacterium_HMT_872 (0.00%|0.00%|0.02%|0.01%)

SP671 Saccharibacteria_(TM7)_[G-5] bacterium_HMT_356 (0.00%|0.01%|0.00%|0%)

SP18 Saccharibacteria_(TM7)_[G-6] bacterium_HMT_870 (0%|0.00%|0.01%|0.00%)

SP539 Saccharibacteria_(TM7)_[G-3] bacterium_HMT_351 (0%|0.01%|0.01%|0.00%)

SP434 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_347 (0.00%|0.01%|0.00%|0%)

SP786 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_346 (0.00%|0.03%|0.02%|0%)

SP351 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_349 (0%|0.00%|0.01%|0%)

SP38 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_348 (0%|0.01%|0.01%|0.00%)

SP814 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_352 (0.00%|0.03%|0.03%|0.00%)

SP792 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_957 (0%|0.00%|0.00%|0%)

SP229 Saccharibacteria_(TM7)_[G-1] bacterium_HMT_952 (0%|0.00%|0.00%|0%)

SP850 Spirosoma migulaei (0%|0.00%|0.00%|0%)

SP823 Bergeyella sp._HMT_206 (0.27%|0.11%|0.89%|0.63%)

SP540 Bergeyella sp._HMT_931 (0.03%|0.09%|0.08%|0.03%)

SP623 Bergeyella sp._HMT_322 (0.13%|0.15%|0.24%|0.23%)

SP618 Bergeyella sp._HMT_900 (0.02%|0.04%|0.02%|0.01%)

SP624 Bergeyella sp._HMT_907 (0.02%|0.03%|0.03%|0.03%)

SP542 Capnocytophaga sp._HMT_338 (0.01%|0.01%|0.01%|0.01%)

SP749 Capnocytophaga sp._HMT_863 (0.00%|0.01%|0.00%|0.01%)

SP682 Capnocytophaga gingivalis (0.10%|0.09%|0.09%|0.09%)

SP798 Capnocytophaga granulosa (0.12%|0.16%|0.15%|0.55%)

SP891 Capnocytophaga haemolytica (0.03%|0.01%|0.00%|0.00%)

SP469 Capnocytophaga leadbetteri (0.16%|0.20%|0.19%|0.15%)

SP337 Capnocytophaga sp._HMT_901 (0%|0.11%|0.02%|0.00%)

SP468 Capnocytophaga sputigena (0.22%|0.08%|0.19%|0.32%)

SP756 Capnocytophaga sp._HMT_332 (0.02%|0.03%|0.03%|0.06%)

SP287 Capnocytophaga sp._HMT_335 (0.01%|0.00%|0.00%|0.00%)

SP880 Capnocytophaga sp._HMT_903 (0.01%|0.00%|0.00%|0.00%)

SP288 Capnocytophaga sp._HMT_380 (0%|0.04%|0.01%|0.00%)

SP533 Bacteroidetes_[G-6] bacterium_HMT_516 (0%|0.03%|0.00%|0.00%)

SP285 Bacteroidetes_[G-5] bacterium_HMT_507 (0.01%|0.03%|0.03%|0.05%)

SP428 Bacteroidetes_[G-5] bacterium_HMT_511 (0.04%|0.08%|0.05%|0.02%)

SP169 Bacteroidetes_[G-5] bacterium_HMT_505 (0.04%|0.01%|0.04%|0.13%)

SP359 Alistipes putredinis (0.00%|0.00%|0.00%|0.00%)

SP32 Bacteroidetes_[G-3] bacterium_HMT_503 (0.00%|0%|0.01%|0.00%)

SP710 Bacteroidetes_[G-3] bacterium_HMT_365 (0%|0.00%|0.00%|0.01%)

SP768 Bacteroidetes_[G-3] bacterium_HMT_281 (0.00%|0.00%|0.01%|0.02%)

SP596 Bacteroidetes_[G-3] bacterium_HMT_436 (0%|0.00%|0.03%|0%)

SP159 Bacteroidetes_[G-3] bacterium_HMT_280 (0.01%|0.04%|0.03%|0.01%)

SP330 Bacteroidales_[G-2] bacterium_HMT_274 (0.27%|0.39%|0.20%|0.05%)

SP248 Porphyromonas gingivalis (0.01%|0.56%|1.02%|0.25%)

SP418 Porphyromonas sp._HMT_930 (1.52%|0.96%|1.02%|2.28%)

SP810 Tannerella forsythia (0.02%|0.17%|0.17%|0.08%)

SP161 Tannerella serpentiformis (0.03%|0.05%|0.03%|0.03%)

SP219 Parabacteroides goldsteinii (0%|0.00%|0.01%|0%)

SP241 Parabacteroides merdae (0.00%|0.00%|0.00%|0.00%)

SP135 Bacteroides uniformis (0.01%|0.01%|0.01%|0.01%)

SP620 Phocaeicola vulgatus (0.01%|0.00%|0.01%|0.01%)

SP852 Phocaeicola dorei (0.00%|0.00%|0.00%|0.00%)

SP462 Bacteroides heparinolyticus (0%|0.00%|0.03%|0%)

SP260 Bacteroides zoogleoformans (0%|0.01%|0%|0%)

SP353 Bacteroides stercoris (0.00%|0.00%|0.00%|0.00%)

SP683 Bacteroides intestinalis (0.00%|0.00%|0.00%|0.00%)

SP732 Bacteroides fragilis (0%|0.00%|0.00%|0.00%)

SP774 Bacteroides xylanisolvens (0.00%|0.00%|0.00%|0.00%)

SP163 Bacteroides caccae (0.00%|0.00%|0.00%|0.00%)

SP347 Alloprevotella tannerae (0.20%|0.45%|0.62%|1.29%)

SP691 Alloprevotella rava (0.19%|0.34%|0.50%|0.51%)

SP421 Alloprevotella sp._HMT_912 (0.07%|0.03%|0.04%|0.06%)

SP71 Alloprevotella sp._HMT_473 (1.86%|1.77%|3.32%|2.44%)

SP785 Alloprevotella sp._HMT_308 (0.25%|0.17%|0.54%|0.06%)

SP174 Alloprevotella sp._HMT_914 (0.03%|0.08%|0.31%|0.04%)

SP48 Prevotella sp._HMT_304 (0.00%|0.24%|0.19%|0.04%)

SP120 Prevotella micans (0.06%|0.07%|0.03%|0.03%)

SP568 Prevotella nanceiensis (0.19%|0.56%|0.68%|0.22%)

SP407 Prevotella sp._HMT_942 (0.18%|0.24%|0.32%|0.11%)

SP426 Prevotella enoeca (0.00%|0.03%|0.02%|0.00%)

SP217 Prevotella pleuritidis (0.13%|0.20%|0.21%|0.09%)

SP207 Prevotella oralis (0%|0.00%|0.00%|0%)

SP615 Prevotella sp._HMT_301 (0.02%|0.01%|0.01%|0.00%)

SP128 Prevotella marshii (0.01%|0.01%|0.00%|0.02%)

SP534 Prevotella saccharolytica (0.04%|0.02%|0.02%|0.02%)

SP85 Prevotella sp._HMT_475 (0.01%|0.02%|0.01%|0.01%)

SP344 Prevotella shahii (0.01%|0.09%|0.10%|0.02%)

SP429 Prevotella sp._HMT_317 (0.14%|0.06%|0.13%|0.15%)

SP278 Prevotella sp._HMT_472 (0.04%|0.02%|0.04%|0.03%)

SP343 Prevotella sp._HMT_443 (0.01%|0.22%|0.19%|0.03%)

SP257 Prevotella baroniae (0.02%|0.09%|0.15%|0.03%)

SP258 Prevotella sp._HMT_515 (0%|0.01%|0.00%|0%)

SP731 Prevotella sp._HMT_315 (0.00%|0.02%|0.01%|0.04%)

SP24 Prevotella buccae (0.01%|0.02%|0.02%|0.00%)

SP494 Prevotella sp._HMT_526 (0.00%|0.05%|0.03%|0.01%)

SP220 Prevotella koreensis (0.00%|0.05%|0.02%|0.01%)

SP15 Prevotella salivae (0.76%|1.01%|1.08%|0.52%)

SP537 Prevotella oris (0.28%|0.73%|0.75%|1.21%)

SP807 Prevotella maculosa (0.16%|0.06%|0.05%|0.05%)

SP206 Prevotella oulorum (0.30%|0.16%|0.13%|0.18%)

SP175 Prevotella sp._HMT_309 (0.10%|0.05%|0.07%|0.05%)

SP510 Prevotella ihumii (0%|0%|0.01%|0%)

SP825 Prevotella aurantiaca (0.27%|0.16%|0.37%|0.01%)

SP307 Prevotella intermedia (0.04%|0.45%|1.42%|0.09%)

SP267 Prevotella pallens (0.38%|0.77%|1.38%|0.33%)

SP794 Prevotella nigrescens (0.49%|0.26%|0.69%|3.25%)

SP543 Prevotella sp._HMT_396 (0.03%|0.03%|0.08%|0.01%)

SP255 Prevotella multisaccharivorax (0.00%|0.21%|0.02%|1.77%)

SP23 Prevotella sp._HMT_300 (0.04%|0.03%|0.03%|0.04%)

SP491 Prevotella sp._HMT_305 (0.08%|0.04%|0.07%|0.03%)

SP127 Prevotella fusca (0.02%|0.04%|0.02%|0.07%)

SP300 Prevotella denticola (0.07%|0.44%|0.27%|3.59%)

SP291 Prevotella multiformis (0.11%|0.29%|0.05%|0.12%)

SP36 Prevotella melaninogenica (2.21%|2.61%|5.72%|1.37%)

SP346 Prevotella sp._HMT_313 (0.54%|0.67%|0.69%|0.44%)

SP37 Prevotella histicola (2.97%|1.91%|1.88%|1.34%)

SP100 Prevotella veroralis (0.24%|0.30%|0.12%|0.14%)

SP488 Tianweitania sediminis (0.00%|0.00%|0%|0.02%)

SP139 Desulfobulbus sp._HMT_041 (0%|0.04%|0.05%|0.01%)

SP50 Desulfomicrobium orale (0%|0.03%|0.02%|0%)

SP471 Bilophila wadsworthia (0.00%|0.00%|0.00%|0.00%)

SP312 Desulfovibrio sp._HMT_040 (0%|0.00%|0.00%|0%)

SP22 Desulfovibrio fairfieldensis (0.00%|0.00%|0.01%|0%)

SP283 Campylobacter gracilis (0.22%|0.41%|0.17%|0.12%)

SP357 Campylobacter sp._HMT_044 (0.02%|0.08%|0.13%|0.15%)

SP752 Campylobacter curvus (0.00%|0.01%|0.00%|0.01%)

SP294 Campylobacter concisus (0.35%|0.51%|0.31%|0.32%)

SP298 Cardiobacterium valvarum (0.07%|0.05%|0.04%|0.07%)

SP695 Cardiobacterium hominis (0.09%|0.08%|0.07%|0.17%)

SP53 Acinetobacter johnsonii (0.01%|0%|0.00%|0.00%)

SP821 Haemophilus parahaemolyticus (0.29%|0.37%|0.53%|0.77%)

SP816 Haemophilus parainfluenzae (10.10%|11.41%|12.64%|10.05%)

SP16 Aggregatibacter actinomycetemcomitans (0.62%|0.12%|0.02%|0.19%)

SP874 Ampullimonas aquatilis (0%|0.00%|0.00%|0%)

SP313 Ottowia sp._HMT_894 (0.02%|0.03%|0.04%|0.01%)

SP58 Lautropia mirabilis (3.28%|2.42%|0.80%|4.26%)

SP382 Neisseriaceae_[G-1] bacterium_HMT_174 (0.16%|0.00%|0.00%|0.01%)

SP341 Neisseria sp._HMT_499 (0.00%|0.01%|0.00%|0.00%)

SP332 Kingella oralis (0.31%|0.14%|0.11%|0.38%)

SP342 Neisseria sp._HMT_018 (0.01%|0.04%|0.05%|0.04%)

SP793 Neisseria bacilliformis (0.01%|0.02%|0.00%|0.00%)

SP442 Simonsiella muelleri (0.00%|0.00%|0.01%|0.01%)

SP862 Bergeriella denitrificans (0.00%|0.00%|0.02%|0.00%)

SP513 Eikenella halliae (0.15%|0.18%|0.15%|0.27%)

SP51 Eikenella corrodens (0.06%|0.14%|0.14%|0.05%)

SP457 Kingella sp._HMT_012 (0.16%|0.02%|0.03%|0.18%)

SP122 Neisseria oralis (2.04%|1.60%|1.07%|2.98%)

SP171 Anaerolineae_[G-1] bacterium_HMT_439 (0%|0.01%|0.02%|0.00%)

SP256 Fretibacterium fastidiosum (0.01%|0.10%|0.04%|0.01%)

SP553 Fretibacterium sp._HMT_360 (0.01%|0.04%|0.05%|0.01%)

SP564 Pyramidobacter piscolens (0%|0.01%|0.00%|0.00%)

SP777 Synergistes jonesii (0%|0%|0.00%|0%)

SP410 Treponema sp._HMT_490 (0.00%|0%|0%|0.01%)

SP289 Treponema sp._HMT_258 (0.00%|0.02%|0.03%|0.01%)

SP398 Treponema maltophilum (0.00%|0.03%|0.01%|0.00%)

SP89 Treponema lecithinolyticum (0.03%|0.12%|0.05%|0.05%)

SP626 Treponema sp._HMT_270 (0.01%|0.03%|0.02%|0.00%)

SP796 Treponema pectinovorum (0.00%|0.00%|0.00%|0.01%)

SP352 Treponema parvum (0.00%|0.01%|0.00%|0%)

SP355 Treponema socranskii (0.05%|0.21%|0.10%|0.17%)

SP851 Treponema sp._HMT_268 (0.01%|0.02%|0.01%|0.01%)

SP408 Treponema sp._HMT_269 (0%|0.01%|0.00%|0.00%)

SP815 Treponema sp._HMT_927 (0%|0.00%|0.05%|0%)

SP425 Treponema sp._HMT_262 (0.05%|0.03%|0.07%|0.08%)

SP520 Treponema amylovorum (0.06%|0.10%|0.09%|0.24%)

SP333 Treponema sp._HMT_257 (0.12%|0.12%|0.29%|0.06%)

SP299 Treponema sp._HMT_239 (0.00%|0%|0.01%|0.02%)

SP726 Treponema sp._HMT_234 (0.01%|0.01%|0.02%|0.02%)

SP884 Treponema sp._HMT_235 (0.00%|0%|0.00%|0.01%)

SP730 Treponema sp._HMT_242 (0%|0%|0.00%|0%)

SP47 Treponema sp._HMT_226 (0.02%|0.02%|0.01%|0.01%)

SP809 Treponema sp._HMT_238 (0.05%|0.05%|0.08%|0.05%)

SP20 Treponema sp._HMT_230 (0.00%|0.01%|0.01%|0.00%)

SP223 Treponema vincentii (0.01%|0.03%|0.03%|0.00%)

SP616 Treponema sp._HMT_237 (0.02%|0.02%|0.02%|0.04%)

SP381 Treponema sp._HMT_231 (0.02%|0.03%|0.02%|0.07%)

SP369 Treponema sp._HMT_247 (0%|0.00%|0.01%|0.00%)

SP96 Treponema sp._HMT_246 (0.04%|0.05%|0.06%|0.06%)

SP490 Treponema denticola (0.02%|0.31%|0.27%|0.10%)

SP538 Treponema sp._HMT_249 (0%|0.00%|0.02%|0%)

SP153 Treponema sp._HMT_256 (0.00%|0.03%|0.05%|0.01%)

SP853 Treponema sp._HMT_951 (0.01%|0.04%|0.03%|0.00%)

SP334 Treponema sp._HMT_518 (0.00%|0%|0.01%|0.01%)

SP791 Treponema sp._HMT_508 (0.00%|0%|0.01%|0.02%)

SP55 Treponema sp._HMT_254 (0.01%|0%|0.02%|0.03%)

SP709 Treponema sp._HMT_252 (0%|0%|0.00%|0%)

SP413 Slackia exigua (0.00%|0.01%|0.00%|0.00%)

SP612 Cryptobacterium curtum (0.01%|0.04%|0.01%|0.14%)

SP509 Atopobium sp._HMT_416 (0%|0.01%|0.00%|0.38%)

SP331 Atopobium sp._HMT_810 (0%|0.01%|0.01%|0%)

SP328 Atopobium sp._HMT_199 (0.03%|0.27%|0.13%|0.07%)

SP242 Olsenella profusa (0.00%|0.05%|0.00%|0.01%)

SP797 Olsenella uli (0.00%|0.02%|0.00%|0.00%)

SP54 Olsenella sp._HMT_807 (0.00%|0.01%|0.00%|0.00%)

SP876 Brevibacterium pityocampae (0.00%|0.00%|0.00%|0.00%)

SP133 Micrococcus terreus (0.01%|0%|0%|0.01%)

SP354 Brachybacterium muris (0.00%|0.00%|0.00%|0.00%)

SP725 Kocuria varians (0.01%|0.00%|0.00%|0.02%)

SP808 Kocuria massiliensis (0.00%|0.00%|0%|0.03%)

SP479 Rothia mucilaginosa (3.13%|9.14%|9.49%|8.75%)

SP828 Rothia dentocariosa (2.18%|1.39%|1.32%|0.82%)

SP329 Rothia aeria (0.65%|0.52%|0.47%|0.35%)

SP824 Piscicoccus intestinalis (0.00%|0%|0.00%|0.00%)

SP296 Ornithinimicrobium tianjinense (0.02%|0%|0.00%|0.01%)

SP423 Kytococcus sedentarius (0%|0%|0.00%|0.01%)

SP882 Knoellia flava (0.06%|0%|0.00%|0.01%)

SP733 Knoellia aerolata (0.00%|0.00%|0.00%|0.00%)

SP358 Nocardioides antarcticus (0.00%|0.00%|0%|0%)

SP6 Corynebacterium argentoratense (0.01%|0.00%|0.01%|0.01%)

SP411 Corynebacterium coyleae (0.01%|0.00%|0.00%|0.01%)

SP401 Corynebacterium durum (0.16%|0.25%|0.17%|0.35%)

SP402 Corynebacterium matruchotii (1.14%|0.30%|0.31%|2.55%)

SP827 Alloscardovia omnicolens (0%|0.00%|0.00%|0%)

SP762 Alloscardovia venturai (0.01%|0.00%|0%|0.00%)

SP336 Parascardovia denticolens (0%|0.03%|0.00%|0.02%)

SP716 Scardovia wiggsiae (0.07%|0.04%|0.10%|0.02%)

SP694 Scardovia inopinata (0.00%|0.04%|0.00%|0.02%)

SP204 Peptidiphaga gingivicola (0.29%|0.12%|0.06%|0.04%)

SP409 Peptidiphaga sp._HMT_183 (0.12%|0.05%|0.04%|0.10%)

SP360 Mobiluncus mulieris (0.00%|0.02%|0.02%|0.00%)

SP467 Schaalia cardiffensis (0.00%|0.02%|0.02%|0.01%)

SP400 Schaalia lingnae_[Not_Validly_Published] (0.04%|0.25%|0.28%|0.13%)

SP44 Schaalia sp._HMT_172 (0.31%|1.44%|0.70%|0.36%)

SP858 Actinomyces graevenitzii (0.14%|0.82%|0.70%|0.71%)

SP356 Actinomyces timonensis (0%|0.01%|0.01%|0.00%)

SP43 Actinomyces massiliensis (0.01%|0.00%|0.00%|0.01%)

SP49 Actinomyces gerencseriae (0.07%|0.01%|0.00%|0.00%)

SP677 Actinomyces israelii (0.00%|0.01%|0.01%|0.00%)

SP729 Actinomyces sp._HMT_448 (0.09%|0.01%|0.01%|0.01%)

SP748 Actinomyces sp._HMT_897 (0%|0.00%|0.00%|0%)

SP512 Actinomyces sp._HMT_414 (0.01%|0.01%|0.01%|0.00%)

SP134 Actinomyces dentalis (0.01%|0.01%|0.01%|0%)

SP826 Actinomyces sp._HMT_896 (0.01%|0.01%|0.00%|0.01%)

SP750 Actinomyces sp._HMT_525 (0.00%|0.00%|0.00%|0.00%)

SP365 Pinus sylvestris (20.50%|0.09%|0.04%|0.04%)

SP869 Triticum aestivum (0.48%|0.10%|0.38%|0.02%)

SP788 Acidaminococcus fermentans (0.00%|0.00%|0.00%|0.02%)

SP492 Veillonellaceae_[G-1] bacterium_HMT_155 (0.02%|0.07%|0.03%|0.02%)

SP74 Mitsuokella sp._HMT_131 (0.01%|0.03%|0.00%|0.02%)

SP420 Mitsuokella sp._HMT_521 (0.09%|0.01%|0.02%|0.02%)

SP325 Selenomonas sp._HMT_388 (0%|0.00%|0.02%|0.00%)

SP98 Centipeda periodontii (0.02%|0.06%|0.03%|0.03%)

SP138 Selenomonas dianae (0.00%|0.14%|0.05%|0.02%)

SP176 Selenomonas noxia (0.06%|0.22%|0.10%|0.19%)

SP478 Selenomonas flueggei (0.02%|0.04%|0.01%|0.01%)

SP152 Veillonella sp._HMT_780 (1.46%|1.93%|1.54%|1.35%)

SP570 Veillonella dispar (1.03%|1.49%|1.62%|1.36%)

SP203 Veillonella sp._HMT_917 (0.23%|0.25%|0.12%|0.15%)

SP137 Megasphaera micronuciformis (0.52%|0.62%|0.84%|0.25%)

SP493 Anaeroglobus geminatus (0.02%|0.16%|0.27%|1.92%)

SP751 Megasphaera elsdenii (0.00%|0.02%|0.00%|0.00%)

SP253 Dialister invisus (0.20%|0.54%|0.48%|1.05%)

SP717 Dialister pneumosintes (0.04%|0.19%|0.13%|0.41%)

SP327 Dialister succinatiphilus (0%|0.00%|0%|0.03%)

SP435 Dialister micraerophilus (0%|0%|0.02%|0%)

SP156 Ruminococcaceae_[G-1] bacterium_HMT_075 (0.16%|0.28%|0.25%|0.14%)

SP598 Ruminococcaceae_[G-2] bacterium_HMT_085 (0.24%|0.30%|0.20%|0.13%)

SP532 Faecalibacterium prausnitzii (0.01%|0.00%|0.01%|0.02%)

SP383 Ruminococcus bromii (0.00%|0.00%|0.00%|0.00%)

SP607 Fusobacterium sp._HMT_248 (0.04%|0.42%|0.24%|0.16%)

SP366 Fusobacterium periodonticum (1.92%|3.87%|4.55%|1.90%)

SP293 Fusobacterium nucleatum (0.46%|0.70%|0.69%|0.66%)

SP389 Fusobacterium nucleatum_subsp._vincentii (0.59%|1.56%|1.29%|0.52%)

SP297 Pseudostreptobacillus hongkongensis (0.02%|0.03%|0.05%|0.04%)

SP419 Streptobacillus felis (0.02%|0.33%|0.20%|0.17%)

SP893 Leptotrichia sp._HMT_221 (1.23%|2.08%|0.71%|0.95%)

SP521 Leptotrichia sp._HMT_219 (0.03%|0.05%|0.04%|0.04%)

SP470 Leptotrichia sp._HMT_217 (0.00%|0.05%|0.07%|0.00%)

SP1 Leptotrichia sp._HMT_392 (0.06%|0.42%|0.35%|0.14%)

SP464 Leptotrichia sp._HMT_212 (0.11%|0.22%|0.32%|0.29%)

SP75 Leptotrichia sp._HMT_215 (0.36%|1.28%|1.25%|0.59%)

SP424 Leptotrichia sp._HMT_498 (1.98%|0.54%|0.25%|0.54%)

SP78 Leptotrichia sp._HMT_218 (3.23%|0.43%|0.51%|0.63%)

SP663 Leptotrichia sp._HMT_847 (0.13%|0.05%|0.05%|0.14%)

SP160 Leptotrichia buccalis (0.12%|0.30%|0.15%|0.19%)

SP254 Leptotrichia sp._HMT_225 (0.20%|0.26%|0.18%|0.19%)

SP295 Leptotrichia sp._HMT_909 (0.02%|0.05%|0.01%|0.02%)

SP518 Leptotrichia hofstadii (0.15%|0.22%|0.15%|0.32%)

SP335 Leptotrichia sp._HMT_223 (0.05%|0.02%|0.02%|0.01%)

SP292 Leptotrichia shahii (0.98%|0.61%|0.19%|1.10%)

SP286 Leptotrichia sp._HMT_417 (3.84%|1.43%|1.13%|1.52%)

SP554 Leptotrichia wadei (0.66%|0.39%|0.23%|0.28%)

SP99 Leptotrichia trevisanii (0.10%|0.10%|0.02%|0.04%)

SP511 Leptotrichia hongkongensis (0.62%|0.30%|0.25%|1.11%)

SP787 Leptotrichia sp._HMT_879 (0.01%|0.01%|0.01%|0.01%)

SP495 Mycoplasma faucium (0.04%|0.09%|0.11%|0.04%)

SP611 Mycoplasma salivarium (0.01%|0.01%|0.00%|0.01%)

SP463 Eggerthia catenaformis (0%|0.01%|0.01%|0%)

SP162 Erysipelotrichaceae_[G-1] bacterium_MOT-189 (0.00%|0.00%|0.00%|0%)

SP276 Dubosiella newyorkensis (0%|0.00%|0.00%|0%)

SP45 Erysipelotrichaceae_[G-1] bacterium_HMT_904 (0.00%|0.01%|0.02%|0%)

SP46 Erysipelotrichaceae_[G-1] bacterium_HMT_905 (0.01%|0.03%|0.02%|0.08%)

SP455 Solobacterium moorei (0.09%|0.70%|0.71%|0.18%)

SP795 Bulleidia extructa (0.03%|0.10%|0.03%|0.02%)

SP86 Mollicutes_[G-2] bacterium_HMT_906 (0%|0.01%|0.02%|0.00%)

SP205 Mollicutes_[G-1] bacterium_HMT_504 (0.00%|0%|0.02%|0.06%)

SP461 Turicibacter sanguinis (0%|0.02%|0.03%|0.00%)

SP597 Gemella sp._HMT_928 (0.00%|0%|0.00%|0.02%)

SP784 Staphylococcus equorum (0.00%|0.00%|0%|0.01%)

SP861 Paenibacillus aurantiacus (0.02%|0%|0%|0%)

SP76 Streptococcus mutans (0.12%|0.23%|0.08%|0.60%)

SP25 Streptococcus agalactiae (0.00%|0.05%|0%|0.00%)

SP304 Streptococcus hongkongensis (0.04%|0.11%|0.05%|0.13%)

SP399 Streptococcus caballi (0%|0.02%|0.03%|0%)

SP535 Streptococcus sanguinis (4.57%|1.65%|1.20%|2.89%)

SP567 Streptococcus anginosus (0.14%|0.58%|0.21%|0.19%)

SP345 Streptococcus intermedius (0.10%|0.16%|0.06%|0.12%)

SP216 Abiotrophia defectiva (0.76%|0.99%|0.84%|0.83%)

SP892 Granulicatella elegans (4.58%|4.58%|4.75%|8.86%)

SP310 Granulicatella adiacens (1.65%|4.89%|4.49%|2.92%)

SP531 Dolosigranulum pigrum (0.01%|0%|0.00%|0.00%)

SP396 Lactobacillus kitasatonis (0%|0.02%|0%|0.01%)

SP486 Lactobacillus intestinalis (0.00%|0.00%|0.00%|0%)

SP536 Lactobacillus vaginalis (0%|0.00%|0%|0%)

SP136 Limosilactobacillus gastricus (0.00%|0.00%|0%|0.11%)

SP804 Limosilactobacillus mucosae (0.00%|0.15%|0.01%|0.36%)

SP875 Clostridiales_[F-1][G-2] bacterium_HMT_402 (0%|0.00%|0.01%|0%)

SP718 Clostridiales_[F-1][G-1] bacterium_HMT_093 (0.01%|0.02%|0.02%|0.01%)

SP742 Syntrophomonadaceae_[VIII][G-1] bacterium_HMT_435 (0%|0.01%|0.05%|0%)

SP19 Pseudoramibacter alactolyticus (0.00%|0.04%|0.02%|0.02%)

SP202 Peptoniphilaceae_[G-2] bacterium_HMT_790 (0%|0.00%|0.01%|0%)

SP890 Peptoniphilus lacrimalis (0.00%|0.00%|0.00%|0.00%)

SP282 Parvimonas micra (0.10%|0.93%|0.35%|0.12%)

SP290 Peptoniphilaceae_[G-1] bacterium_HMT_113 (0%|0.03%|0.03%|0%)

SP277 Finegoldia magna (0%|0.00%|0.00%|0.00%)

SP693 Peptostreptococcus stomatis (0.07%|1.15%|1.27%|0.14%)

SP519 Romboutsia timonensis (0.00%|0.03%|0.04%|0.00%)

SP599 Clostridioides difficile (0%|0.03%|0.04%|0%)

SP877 Filifactor alocis (0.04%|0.54%|0.84%|0.11%)

SP393 Peptostreptococcaceae_[XI][G-7] bacterium_HMT_922 (0%|0.00%|0.01%|0.00%)

SP84 Peptostreptococcaceae_[XI][G-7] bacterium_HMT_081 (0%|0.03%|0.03%|0%)

SP259 Peptostreptococcaceae_[XI][G-5] bacterium_HMT_493 (0.00%|0.02%|0.03%|0.00%)

SP269 Peptostreptococcaceae_[XI][G-5] [Eubacterium]_saphenum (0.03%|0.35%|0.49%|0.05%)

SP487 Peptostreptococcaceae_[XI][G-9] [Eubacterium]_brachy (0.10%|0.33%|0.17%|0.07%)

SP284 Peptostreptococcaceae_[XI][G-8] bacterium_HMT_382 (0%|0.01%|0.00%|0%)

SP854 Peptostreptococcaceae_[XI][G-4] bacterium_HMT_369 (0.01%|0.05%|0.07%|0.01%)

SP391 Mogibacterium timidum (0.01%|0.06%|0.07%|0.00%)

SP301 Peptostreptococcaceae_[XI][G-2] bacterium_HMT_091 (0.00%|0.05%|0.04%|0.00%)

SP56 Peptostreptococcaceae_[XI][G-3] bacterium_HMT_950 (0%|0.00%|0.01%|0%)

SP348 Peptostreptococcaceae_[XI][G-3] bacterium_HMT_495 (0%|0.00%|0.00%|0%)

SP472 Peptostreptococcaceae_[XI][G-6] [Eubacterium]_minutum (0%|0.00%|0.00%|0.00%)

SP606 Peptostreptococcaceae_[XI][G-6] [Eubacterium]_nodatum (0.01%|0.06%|0.23%|0.03%)

SP684 Peptostreptococcaceae_[XI][G-1] bacterium_HMT_383 (0%|0.01%|0.01%|0.00%)

SP392 Peptostreptococcaceae_[XI][G-1] [Eubacterium]_sulci (0.02%|0.31%|0.50%|0.05%)

SP857 Peptostreptococcaceae_[XI][G-1] [Eubacterium]_infirmum (0.04%|0.17%|0.09%|0.03%)

SP208 Lachnospiraceae_[G-8] bacterium_HMT_500 (0.01%|0.08%|0.16%|0.02%)

SP672 Lachnospiraceae_[G-10] bacterium_HMT_094 (0%|0.00%|0.00%|0%)

SP477 Butyrivibrio sp._HMT_080 (0.01%|0.04%|0.02%|0.04%)

SP243 Butyrivibrio sp._HMT_455 (0.01%|0.12%|0.08%|0.01%)

SP625 Catonella sp._HMT_451 (0.00%|0.04%|0.01%|0.00%)

SP155 Catonella morbi (0.05%|0.16%|0.08%|0.02%)

SP97 Lachnospiraceae_[G-7] bacterium_HMT_086 (0%|0.00%|0.00%|0.00%)

SP541 Lachnospiraceae_[G-7] bacterium_HMT_163 (0.00%|0.01%|0.00%|0.00%)

SP517 Lachnospiraceae_[G-2] bacterium_HMT_096 (0.72%|0.79%|0.53%|0.32%)

SP881 Lachnospiraceae_[G-2] bacterium_HMT_088 (0.01%|0.04%|0.02%|0.04%)

SP436 Johnsonella ignava (0.03%|0.02%|0.02%|0.01%)

SP39 Johnsonella sp._HMT_166 (0.00%|0.05%|0.05%|0.00%)

SP42 Lachnospiraceae_[G-3] bacterium_HMT_100 (0.05%|0.31%|0.25%|0.05%)

SP77 Lachnoanaerobaculum sp._HMT_496 (0.00%|0.03%|0.01%|0.00%)

SP218 Lachnoanaerobaculum sp._HMT_083 (0.00%|0.01%|0.05%|0.00%)

SP121 Lachnoanaerobaculum orale (0.33%|0.79%|0.52%|0.33%)

SP687 Lachnoanaerobaculum saburreum (0.09%|0.17%|0.07%|0.15%)

SP592 Blautia caecimuris (0.01%|0.00%|0.00%|0.00%)

SP324 Blautia wexlerae (0.00%|0.00%|0.00%|0.01%)

SP489 Mediterraneibacter [Ruminococcus] torques (0.00%|0.00%|0.00%|0.00%)

SP734 Dorea longicatena (0.00%|0.00%|0.00%|0.00%)

SP883 Mediterraneibacter [Ruminococcus] gnavus (0.00%|0.00%|0.00%|0.00%)

SP773 Stomatobaculum sp._HMT_373 (0%|0.00%|0.03%|0.00%)

SP266 Stomatobaculum longum (0.39%|0.64%|0.47%|0.41%)

SP614 Stomatobaculum sp._HMT_097 (0.09%|0.58%|0.64%|0.09%)

SP101 Shuttleworthia satelles (0.06%|0.11%|0.05%|0.07%)

SP279 Roseburia faecis (0.01%|0.00%|0.00%|0.01%)

SP170 Oribacterium sp._HMT_102 (0%|0.03%|0.04%|0%)

SP323 Oribacterium sp._HMT_078 (0.04%|0.21%|0.06%|0.07%)

SP427 Oribacterium sinus (0.37%|1.18%|0.29%|0.17%)

SP619 Oribacterium asaccharolyticum (0.10%|0.37%|0.21%|0.06%)

SP338 Oribacterium parvum (0.02%|0.16%|0.14%|0.01%)
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