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Agrobacterium_Rhizobium lusitanum_rhizogenes

Burkholderia contaminans_lata_multivorans

Corynebacterium tuberculostearicum

Cutibacterium acnes

Cutibacterium granulosum

Enterobacter sp._MOT−050

Escherichia coli

Escherichia fergusonii

Escherichia_Shigella albertii_sonnei

Finegoldia magna

Ligilactobacillus murinus

Mammaliicoccus sciuri

Mesorhizobium huakuii

Other: < 2%

Peptoniphilus lacydonensis

Phyllobacterium myrsinacearum

Segetibacter koreensis_nov_89.733%

Shigella boydii

Shigella flexneri

Shigella sonnei

Staphylococcus capitis_epidermidis

Staphylococcus ureilyticus

Streptococcus chosunense

Streptococcus danieliae

Streptococcus danieliae_nov_93.952%

Streptococcus danieliae_nov_95.582%

Streptococcus danieliae_nov_96.787%

Streptococcus danieliae_nov_97.379%

Streptococcus mitis_pneumoniae_pseudopneumoniae

Streptococcus sp._MOT−012

Top 29 species bar plot


