SP77 Thermus thermophilus (0.00%|0%|0.39%]0.00%|0.00%]0.00%|0.00%]0.00%]|0.00%|0.00%)
* e o o e o o o o o GpP8 Akkermansia muciniphila (0.01%]|0.02%]0.03%|0.01%]|0.01%]|0.01%
* o ¢ o o e o o o o GpP58 Cutibacterium granulosum (0.00%|0%]|0.26%]|0.00%]|0.00%

' F S _mitis_Taconic

' Positive_Positive_Positive

c @~ ¢ ¢ - ¢ o o SP13Cutibacterium acnes (0.02%]0.58%]27.77%|0.16%]0.30%|C
—— °* ° ° ° e e o o o o SPR3 Corynebacterium tuberculostearicum (0.00%|0%]|0.57%|0.00%

I: * ° o o o e o o o o GP76 Corynebacterium mucifaciens (0.00%|0%]|0.44%]|0.00%]0.00
e e e o e o o o o o GP5] Corynebacterium pilbarense (0.00%|0%]|0.50%]0.00%]|0.00%
— ¢ @ ° o e+ o o o o 5P Phyllobacterium myrsinacearum (0.01%|0.09%|16.44

— ¢ e e o o e o o o o Gp4? Mesorhizobium huakuii (0%]0.01%]|1.18%]|0.00%]|0.00
* ® ¢ o o e o o o o GPO3 Salmonella enterica (0.00%|4.82%|0.16%|0.00%|0.

* e o o e o o o o o GPRY Enterobacter sp. MOT-050 (0.00%|0%]|0.00%]0.
° ° o o o e o o o o Gp33 Citrobacter koseri (0.00%]0.08%]0.13%]|0.00%|0
* ° ® c o o o o o o Gp]12 Shigella boydii (0.02%]0.38%|5.71%]0.00%]0.!
* e o o o e o o o o GP4(Q Escherichia fergusonii (0.02%]0.22%|1.72%]0.!
« «@ = o o o o o o 5pPI6 Escherichia coli (0.12%|1.06%|23.75%]|0.01%)|
* ° ® o o o o o o o GP]7 Shigella sonnei (0.04%]|1.44%]|7.10%|0.00%|0
e e o o o o o o o o Gp3(0 Shigella flexneri (0.00%]0.11%|0.78%]0.00%|(

e o o o o o o o o o Gp]1]1] Clostridium disporicum (0.01%]0.02%]0.03%]|0.01%|0
* o o o o e o o o o GP54 Peptoniphilus lacydonensis (0.00%|0%(

' Negative_Negative_Negative

O M_CMC _Taconic
O F_CMC_Taconic
' M_CMC Jackson
' F S mitis_Jackson
' M_S mitis_Taconic
' M_S_mitis_Jackson
' F CMC Jackson

substitutions/site

0 0.1
| |

* o ¢ o o o o o o o GP]18 Finegoldia magna (0.00%|0%]|0.04%]|0.00%|(
° ° ° o o e o o o o GPRY Streptococcus chosunense (0.00%|0.01%]|1.67%]0
° ° o o e o o GP4] Streptococcus mitis (0.00%|0.01%|0.11%|0.18%]0.

— ‘0 'm SP1 Streptococcus danieliae (94.93%|8.86%|2.44%|91
o

e o o o o()o° O ¢ SpP4Streptococcus sp. MOT-012 (2.26%|0.41%|0.26

@~ ¢ - ¢ ¢ o o o 5p3Limosilactobacillus fermentum (0.00%|31.24%

¢ ¢ ¢ 00 ¢ o O ° o GP5ligilactobacillus murinus (2.21%0.24%]|0.06%|4.98¢

e @ ¢ o o o o o o o GSpP) Enterococcus faecalis (0.00%|13.30%]|0.12%|0.03%]0.
_— @ ° ¢ ¢ o o o o SpP4Q Listeria monocytogenes (0.00%|35.46%]|0.57%|
e e e o o ¢ o o o o GP]Q Mammaliicoccus sciuri (0.21%]0.03%|0.029
* o o o o o o o o o Gp78 Mammaliicoccus lentus (0.02%|0%]|0.00%|
* e o o o e o o o o GPJ9 Staphylococcus ureilyticus (0.05%|0.01%)|

e e o o o o o o o o GPRQ Staphylococcus hominis (0.00%|0.01%]|0.




