Significantly Represented Taxa

I ADULT_HIV-Pos_SHEDDER

O_Burkholderiales
G_Lautropia
F_Burkholderiaceae
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S_sp__ HMT_930
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S_oralis

S_sp_ HMT_250
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G_Kluyvera
S_intermedia
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I CHILD_HIV-Neg_NON-SHEDDER

G_Pseudoramibacter
S_catoniae
S_alactolyticus
F_Eubacteriaceae
S__Eubacterium_yuri
S_multispecies_spp4B_7
S_multispecies_spp5p_
S_gallinarum
S_difficile
G_Clostridioides

S flava
S_bacterium_HMT_15
S_maltophilum
G_Peptoanaerobactef
G_Butyrivibrio
S_sp__ HMT_455
S_mucosae
G_Limosilactobacillug
S_denticola
S_multisaccharivoray
S_sp__ HMT_942
S_lingnae
S_salivarius
S_denticola
G_Peptostreptococcaceae_ G_9_
S__Eubacterium__brdchy
S_sputigena
S_tobetsuensis
S_sp_ HMT_324
S_multispecies_spp9p_

G_Campylobacter

F_Campylobacteracepe

O_Campylobacteralep
C_Epsilonproteobactéria
G_Leuconostoc
F_Leuconostocaceae
S_holzapfelii
S_bacterium_HMT_13
G_Arthrobacter
O_Flavobacteriales
C_Flavobacteriia
S_sp__ HMT_215
G_Capnocytophaga
F_Flavobacteriaceae
G_Veillonellaceae__G[
S_multispecies_spp3p_-
S_caprae
S_multispecies_spp5y_3
G_multigenus
S_multispecies_spp9_2
S_parvula
G_Lancefieldella
S_sp__ HMT_172
F_Peptostreptococcageae
G_Oribacterium
G_Schaalia
F_Atopobiaceae
O_Coriobacteriales
C_Coriobacteriia
F_Lachnospiraceae
G_Granulicatella
F_Carnobacteriaceae
S_adiacens
O_Eubacteriales
C_Clostridia

S_lactarius
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