K _Bacteria.P_Fusobacteria.C_Fusobacteriia.O_Fusobacteriales.F_Leptotrichiaceae.G_Pseudostreptobacil
[class: ADU LT_negative] [class: ADU LT_positive]

0.0010

0.0008

0.0006

Relative abundance

0.0004

0.0002

0.0000 - : - - .




