Significantly Represented Taxa

Bl Desirable I Low
P_Bacteroidetes
O_Bacteroidales
C_Bpcteroidia
F_Prevo¢tellaceae
S_melaninogenica
F_Neigseriaceae
O_Ngisseriales
G| Neisseria
S_flavescens
subflava
P_Protgobacteria
C|Betaprotgobacteria
S_ngnceiensis
G_9R1_G_1 |
F $R1_F_1 |
9qR1_O 1|
C9R1_C1_
P_SR1
G_Alloprevotella
S|sp__oral_faxon_345
S|sp__oral_taxon_058
f_Peptostreptococcaceae_ XI_
G_Parvimonas
F|Peptostreptococcaceae_ XIII_|
S_sp_| Oral_Tax¢n_A91_ndv_97_345
S|sp__oral_faxon_285
G [Peptostreptococcus
9 stomatis
G_Pepfostreptocpccaceae | XI__G_1_
S_[Eubacterijum__sulci
S_sp| oral_taxpn_215_ndqv_96_963
S|sp__oral_taxon_875
S|sp__oral_faxon_097
S_sp| oral_taxpn_473_ndv_97_403
S_mucilgginosa_ndv_92_731
S|sp__oral_taxon_892
S|sp__oral_taxon_275
S_pharyngis
S_sp| Oral_Tax¢n_E27_ndv_85_783
S_sp| oral_taxpn_351_ndv_92_457
S _sp| oral_taxpn_020_ndv_90_787
S|sp__oral_taxon_914
S_sp| oral_taxpn_305_ndqv_93_723
S_sp| oral_taxpn_308_ndqv_97_192
G JFusobactgria_ G_1 _|
F_Fusobafteria_ F_|
S_pp_ Oral_Taxon_A71
0_Fusoba¢teria_ O_|
S_muta
S_longu
S_sp__ofal_taxon_[171
S_flava
S_sp__ofal_taxon_064_nov_97_609
S _sp__ofal_taxon_98
G_Filifaqtor
S_alocis]
S_sp__ofal_taxon_[169
S_sp__ofal_taxon_@48
G_TM7_|G_6_
S_sp__ofal_taxon_B70
S_gordonii
S_sangyinis
S_paraspnguinis_|
S_sp__ofal_taxon_B06
S_sp__ofal_taxon_[172
S_atypiqa
S_histicpla
S_salivarius
P_Firmidutes
C_Bacill
O_Lactopacillales
G_Strepfococcus
F_Strepfococcaceae
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LDA SCORE (log 10)



