S_Fusq

S_Fusobactd

S_Peptostreptococcaced

Significantly Representead

S_Streptococcus_myltispecies_spp7_11
F_Pasteurellaceae
O_Pasteurellales
G_Haemophilus
_Betaproteobacteria
G_Neisseria
F_Neisseriaceae
O_Neisseriales
S_Haemophjlus_parainfluenzae
P_Bacteroidetes
subflava
O_Bacteroidales
C_Bacteroidia
O_Bacillales
G_Gemella
F_Gemellaceae
S_Neisseria_mulfispecies_sppl177_3
F_Po
S_N

rphyromonadaceae
eisseria_flavescens
S_Haemophilus_mulfispecies_spp278_2
S_Gemella_haemolysans
G_Porphyromonas
O_Clostridiales
C_Clostridia
F_Prevotellaceae
G_Prevotella
G_Aggregatibacter
S_Haemophilus_gp__oral_taxon_036
F_Lactobacillaceae
S_Haemoghilus_haemolyticus
G_Lactobacillus
S_Porphyromonas_gingivalis
S_Haemophilus_panaphrohaemolyticus
S_Porphyronfonas_endodontalis
S_Rpthia_mucilaginosa
bacterium_nucleatum_subsp__vincentii
S_Granulicatella_elegans
F_Bacillaceae

S_Pseudomonas_gqp__Oral_Taxon_C61

-n

‘|Carnobacteriaceae

G_Granulicatella

o

| Corynebacteriales
(Jorynebacteriaceae
_Corynebacterium
rium_nucleatum_supsp__polymorphum
S_Prevotella_oris
S_Aggregatibacter_mulfispecies_spp225_2
F_Bacteroidaceae
G_Bacteroides
S_Escherichia_coli
A _Ruminococcaceae
S_Porphyromonas_gp__oral_taxon_930
S_Aggregatibacter_gp__oral_taxon_458
O_B|
C_H

F_H

bcteroidetes_ O_1_
acteroidetes_ C_1_
acteroidetes_ F_1_
G_Alloprevotella
S_Streptococcus_lactarius
G_Bpcteroidetes_ G_7_
S_Lactobacillus_mulfispecies_spp277_3
S_Pr¢votella_nigrescens
F_Peptostreptococcaceae_ XI_
S_Haemophilus_gp__oral_taxon_908
P_Spirochaetes
C_Spirochaetia

F_Spirochaetaceae

-n

|Comamonadaceae
G_Treponema
O_Spirochaetales
S_Prevotella_intermedia
S_Alloprevotella_gp__oral_taxon_473
F_Alcaligenaceae
S_Leptotrichia_gp__oral_taxon_417
S_Rothia_aeria
O_Rhodocyclales
F_Rhodocyclaceae
C_Alphaproteobacteria
S_Streptococcus_cristatus
F_Lachpospiraceae_ XIVa_
S_Bacteroides_sp__Oral_Taxon_D25
S_Prevotella_gp__oral_taxon_304

S_Fusg@bacterium_nucleatum_subsp__animalis

S_Leptotrichia_gp__oral_taxon_392
G_Filifactor
S_Filifactor_alocis
S_Veillonella_sp__oral_taxon_780
9 Ralstonia_pickettii
G_Ralstonia
G_Klebsiella
[5_Faecalibacterium
G_Cupriavidus
_Cupriavidus_gilardii
G_Dialister
S_Haenlophilus_pittmaniae
S_Klebsiella_pneumoniae
G_Tannerella
K_Plantae
S_Faecalibgcterium_prausnitzii
P_Angiosperms
S_Moraxella_dp__Oral_Taxon_B07
G_Moraxella
S_Allogrevotella_tannerae
S_Leptotrichia_mulfispecies_spp266_2
S_Lactopacillus_delbrueckii
S_Le¢ptotrichia_buccalis
S_Leptotrichia_gp__oral_taxon_498
s |
S_H

S

Prevotella_veroralis
revotella_denticola
| Parvimonas_micra
G_Sphingomonas
FS
0]

hingomonadaceae
Sphingomonadales
S_Porphyromonas_gp__oral_taxon_278

S_Bergeyella_sp__oral_taxgn_900_nov_93_563

S_Corynebadterium_matruchotii
O_Laurales
S_Leptotridhia_hongkongensis
C_Magnoliids
F_Calycanthaceae
G_Calycanthus
S_Haeophilus_sputorum
S_Methyloversatilis_discipulorum
[G_Methyloversatilis
F_Lachnospiraceae
G_Rumimococcaceae_ G_1_
G_Ruminococcus
S_Bacillaceae__G__sp_ Oral_Taxon_D08
F_Rikenellaceae
F_Eubacteriaceae
G_Bacillaceae__G_
F_Pepfostreptococcaceae
F_Clostridiaceae
G_Alistipes
S_Romboutsia_sedimentorum
S_Tannerella_gp__oral_taxon_286
_|Campylobacter_mulfispecies_spp239_2
G_Helicobacter
S_Prevotella_gp_ oral_taxon_317
G_Barnesiella

k__Barnesiellaceae_

-n

| Helicobacteraceae
S_Dialister_invisus
G_Romboutsia
b_Actinomyces_oris
F_Clostfidiales_multifamily
G_Eubacterium
S_Streptogqoccus_constellatus
S |Neisseria_elongata

e_Xl_G_5__ Eubadterium__saphenum

C_Deltaproteobacteria

G_Desulfovibrio
S_|Alloprevotella_rava
S_Prevotella_multiformis
G_Peptostreptococcus
S_Peptostreptococcus_stomatis
S Ki

O

F_O

hgella_denitrificans
| Desulfovibrionales
esulfovibrionaceae
G_Roseburia
coplasma_faucium
F_Mycoplasmataceae
C_Mollicutes
S_Prevotella_gp__oral_taxon_443
D_Mycoplasmatales
S_Fusobacterium_gp__oral_taxon_370
S_Leptotrichia_gp_ Oral_Taxon_B57
G| Lachnoclostridium
G_Eubacterium
F_NA
G_Mycoplasma
5p__oral_taxon_075

S_Ruminococcaceae_ G_1__

S_Leptotrichia_gp__oral_taxon_909
S_Treponema_gp__oral_taxon_237
5_Lacnoclostridium

G_Peptostreptocdccaceae_ XI__ G 5
F_EJ
9

S 1

F_A

bacteriaceae_ XV_
| Prevotella_micans
annerella_forsythia
ridaminococcaceae
G_Parabacteroides

 |Acidaminococcales

-n

| Clostridiales__F_1
S_Prevotella_gp__oral_taxon_314
P_Synergistetes
C_Synergistia
O_Synergistales
G_unclassified Ruminococcaceae

S_Rosgburia_inulinivorans

Taxa

S_unclg

S

ssified_Ruminococcy
| Porphyromonas_my

b_Fusobacterium_m(

ceae_sp_str__ D16
Itispecies_spp55_3
Itispecies_spp44_2

S B
S_Dial

cteroides_plebeius
ster_pneumosintes
F_Aerococcaceae
S_Enteropacter_hormaechei
G_Enterobacter

G_Blautia
G_Paraprevotella
S B3
S_Ap
G_B|

_Prevotella_baroniae

cteroides_stercoris
iotrophia_defectiva

acteroidetes_ G_5

G_Abiotrophia
F__Haraprevotellaceae
S_Campylobacter_gp_ oral_taxon_044
F_Synergistaceae
G_Clostridiales_multifamily_multigenus

S_Bpcteroidetes_ G 5_ $p_ oral_taxon_511

S_Catonella_myltispecies_spp80_2
S_Blautia_obeum
G_Triticum
S_Triticum_aestivym_Oral_Taxon_D31
F_Poaceae
S_Streptobaci|lus_hongkongensis
(0]

S_Porph

Propionibacteriales
yromonas_catoniae
C_Mollicutes
S_Neisseria_gp__oral_taxon_020
C_Monocots
O_Poales
_Erysipelotrichaceae
S_Epbacterium_rectale
C_Erysipelotrichi
P_Tenericutes

@ _Erysipelotrichales
G_Lachnospiraceae| XIVa__multigenus
G_Alcaligepaceae_multigenus
F_PI

G_Erysi

S_P
S_Lachnoanaerofjaculum_umeaense
S_Bacteroides_zoogleoformans
G_Bifidobacterium

S_Actinobaculum_gp__oral_taxon_183

F_Peptococcaceae

N

LDA SCO

S_Catonella_morbi

S_TM7_G_5_sp__
G_Clostridium
FTM7_F 2
G_TM7_G_5_
S_Streptococcus_sj
S_Actinomyces_sp |
S_Porphyromonas_
S_Neisseria_oralis

subflava_nov_98_8

I

L

S_Streptococcus_sj

S_Lautropia_mirabi
K_Bacteria

O_Enterobacteriale

F_Enterobacteriaceae

F_Burkholderiaceag
S_Escherichia_coli|
G_Escherichia
S_Streptococcus_sg
S_Streptococcus_sj
S_Haemophilus_pa
S_Streptococcus_n
S_Streptococcus_m
S_Haemophilus_pa

S_Streptococcus_m

S_Rothia_mucilagir

C_Actinobacteria

P_Actinobacteria

O_Actinomycetales|

F_Micrococcaceae

G_Rothia

5

hccharolyticum

rulum_orale

al_taxon_356

oral_taxon_431

oral_taxon_180

bp__oral_taxon_279

9
oral_taxon_061_np

S

hov_100_000

nguinis_nov_100_0(

__oral_taxon_064_n

ultispecies_sppn20 |
itis
ainfluenzae_nov_10
ultispecies_sppn71_|
osa_nov_99_407

ainfluenzae_nov_99| |

v_98 410

0

pv_99 406

804
P_nov_98 441

D_000
P_nov_99 805

o

RE (log 10)

N



