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G_Rothia
F_Micrococcaceae
F_Veillonellaceae
O_Selenomonadales
O_Actinomycetales
C_Negativicutes
S_Rothia_mucilaginosa_nov_99_407
G_Veillonella
C_Actinobacteria
S_Haemophilus_parainfluenzae_nov_100_000
S_Streptococcus_sanguinis_nov_100_000
S_Veillonella_atypica_nov_99_607
S_Haemophilus_parainfluenzae_nov_99_804
S_Streptococcus_multispecies_sppn70_2_nov_99_602
S_Streptococcus_multispecies_sppn20_2_nov_98_441
S_Lautropia_mirabilis_nov_99_022
S_Streptococcus_sp__oral_taxon_064_nov_99_406
G_Escherichia
subflava_nov_98_819
subflava_nov_99_610
subflava_nov_99_606
S_Rothia_dentocariosa_nov_99_413
S_Streptococcus_sp__oral_taxon_061_nov_98_410
S_Veillonella_parvula_group_nov_99_414
S_Leptotrichia_sp__oral_taxon_218
S_Haemophilus_sputorum_nov_99_803
subflava_nov_98_817
G_TM7__G_6_
S_TM7__G_6__sp__oral_taxon_870
S_Rothia_mucilaginosa_nov_99_408
G_TM7__G_3_
G_Acinetobacter
S_Lactococcus_lactis
S_TM7__G_3__sp__oral_taxon_351_nov_97_701
G_Lactococcus
S_TM7__G_3__sp__oral_taxon_351
S_Streptococcus_danieliae_nov_98_282

K_Plantae
F_Lachnospiraceae

S_Prevotella_baroniae
P_Angiosperms

F_Clostridiaceae
S_Tannerella_forsythia

G_Ottowia
S_Ralstonia_sp__oral_taxon_406

S_Prevotella_multiformis
S_Streptococcus_constellatus

S_Leptotrichia_buccalis
S_Cupriavidus_gilardii

G_Cupriavidus
S_Ralstonia_pickettii

S_Porphyromonas_multispecies_spp55_3
S_Porphyromonas_sp__oral_taxon_278

G_Faecalibacterium
S_Faecalibacterium_prausnitzii

S_Kingella_multispecies_spp231_2
S_Bacteroides_sp__Oral_Taxon_D25

G_Tannerella
S_Fusobacterium_sp__oral_taxon_370

F_Lachnospiraceae__XIVa_
S_Prevotella_denticola

S_Dialister_pneumosintes
S_Mycoplasma_faucium

S_Prevotella_veroralis
F_Mycoplasmataceae

O_Mycoplasmatales
G_Mycoplasma

S_Filifactor_alocis
G_Filifactor

S_Enterobacter_hormaechei
G_Bacteroidetes__G_7_

C_Mollicutes
S_Parvimonas_micra

S_Leptotrichia_sp__oral_taxon_392
S_Prevotella_nigrescens

S_Prevotella_sp__oral_taxon_304
G_Comamonas
G_Enterobacter

S_Fusobacterium_nucleatum_subsp__animalis
S_Streptococcus_lactarius

C_Bacteroidetes__C_1_
O_Bacteroidetes__O_1_
F_Bacteroidetes__F_1_

F_Bacteroidaceae
S_Lactobacillus_multispecies_spp277_3

G_Delftia
F_Ruminococcaceae

S_Delftia_acidovorans
S_Escherichia_coli

S_Prevotella_intermedia
S_Abiotrophia_defectiva

G_Abiotrophia
G_Dialister

F_Aerococcaceae
S_Aggregatibacter_multispecies_spp225_2

S_Gemella_morbillorum
S_Prevotella_oris

S_Fusobacterium_nucleatum_subsp__vincentii
S_Porphyromonas_endodontalis
S_Peptostreptococcus_stomatis

G_Peptostreptococcus
S_Granulicatella_elegans

G_Treponema
P_Spirochaetes
C_Spirochaetia

O_Spirochaetales
F_Spirochaetaceae

S_Pseudomonas_sp__Oral_Taxon_C61
S_Porphyromonas_gingivalis

G_Aggregatibacter
F_Comamonadaceae

S_Fusobacterium_nucleatum_subsp__polymorphum
S_Capnocytophaga_leadbetteri

G_Lactobacillus
G_Alloprevotella

F_Enterobacteriaceae
O_Enterobacteriales

F_Peptostreptococcaceae__XI_
S_Granulicatella_adiacens

S_Gemella_haemolysans
G_Capnocytophaga

C_Flavobacteriia
O_Flavobacteriales

F_Flavobacteriaceae
G_Granulicatella

F_Carnobacteriaceae
S_Haemophilus_multispecies_spp278_2

F_Gemellaceae
G_Gemella

O_Clostridiales
C_Clostridia

F_Porphyromonadaceae
O_Bacillales

subflava
S_Haemophilus_parainfluenzae

C_Bacteroidia
O_Bacteroidales
P_Bacteroidetes

S_Streptococcus_multispecies_spp7_11

Significantly Represented Taxa
Control OLP


