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F_Eggerthellaceae
O_Eggerthellales

S_Cryptobacterium_curtum
G_Cryptobacterium

S_Fusobacterium_naviforme
S_Aggregatibacter_multispecies_spp227_2

S_Peptostreptococcaceae__XI__G_7___Eubacterium__yurii_subsp__yurii__margaretiae
S_Leptotrichia_wadei_nov_97_712

S_Fusobacterium_sp__Oral_Taxon_H27
S_Desulfobulbus_sp__oral_taxon_041

G_Desulfobulbus
O_Desulfobacterales
F_Desulfobulbaceae

S_Leptotrichia_multispecies_spp247_2
S_Campylobacter_rectus

S_Haemophilus_multispecies_spp10_2
S_Actinomyces_sp__oral_taxon_448

S_Prevotella_oralis
F_Clostridiales__F_

G_Clostridiales__G_
S_Capnocytophaga_sp__Oral_Taxon_A48_nov_91_148

S_GN02__G_1__sp__oral_taxon_871
S_Atopobium_sp__oral_taxon_199

S_Peptostreptococcaceae__XI__G_1___Eubacterium__infirmum
S_Actinomyces_multispecies_sppn61_2_nov_97_785

S_Streptococcus_sp__oral_taxon_064_nov_97_468
S_Corynebacterium_sp__Oral_Taxon_A16

S_Streptococcus_sp__Oral_Taxon_B66
S_Neisseria_sp__oral_taxon_018

F_Atopobiaceae
G_Olsenella

S_Aggregatibacter_multispecies_spp189_2
S_Capnocytophaga_haemolytica

S_Selenomonas_sp__oral_taxon_478
G_GN02__G_1_
O_GN02__O_1_
C_GN02__C_1_
F_GN02__F_1_

S_Capnocytophaga_sp__oral_taxon_412
S_Streptococcus_sp__oral_taxon_070

S_Streptococcus_tigurinus
G_Bacteroidaceae__G_1_

S_Bacteroidaceae__G_1__sp__oral_taxon_272
S_Neisseria_sp__oral_taxon_499

S_Streptococcus_multispecies_spp124_2
S_Leptotrichia_multispecies_spp156_2

S_Actinomyces_massiliensis
S_Selenomonas_sp__oral_taxon_149

S_Campylobacter_concisus_nov_97_087
S_Capnocytophaga_sp__oral_taxon_336

S_Bergeyella_sp__oral_taxon_931_nov_92_484
S_Oribacterium_multispecies_spp199_2

S_Fretibacterium_sp__oral_taxon_360
S_Scardovia_wiggsiae

G_Scardovia
S_Actinobaculum_sp__oral_taxon_183
S_Bergeyella_zoohelcum_nov_91_720

S_Mycoplasma_salivarium
S_Treponema_sp__oral_taxon_231

S_Capnocytophaga_sp__oral_taxon_380
S_Streptococcus_australis_nov_97_792
S_Streptococcus_danieliae_nov_98_282

S_Peptococcus_sp__oral_taxon_167
S_Alloprevotella_sp__oral_taxon_473_nov_97_468

S_Capnocytophaga_sp__oral_taxon_864
S_Peptoniphilaceae__G_1__sp__oral_taxon_113

G_Peptoniphilaceae__G_1_
S_Streptococcus_peroris
S_Neisseria_bacilliformis

F_Bifidobacteriaceae
O_Bifidobacteriales

G_Peptococcus
S_Actinomyces_sp__oral_taxon_170

S_Campylobacter_showae
S_Prevotella_sp__oral_taxon_305

S_Capnocytophaga_gingivalis_nov_96_053
S_Mogibacterium_timidum

S_Capnocytophaga_sp__oral_taxon_335
S_Propionibacterium_sp__oral_taxon_194

S_Capnocytophaga_granulosa_nov_97_674
S_Streptococcus_multispecies_sppn2_2_nov_97_778

S_Fusobacterium_sp__HOT_204
S_Porphyromonas_catoniae

S_Propionibacterium_propionicum
S_Actinomyces_naeslundii

S_Streptococcus_multispecies_spp136_2
S_Prevotella_veroralis

S_TM7__G_1__sp__oral_taxon_348
S_Kingella_oralis

S_Tannerella_sp__oral_taxon_286
S_TM7__G_3__sp__oral_taxon_351_nov_97_701

S_Streptococcus_sp__oral_taxon_061
S_Prevotella_sp__oral_taxon_317

G_TM7__G_5_
S_TM7__G_5__sp__oral_taxon_356

F_TM7__F_2_
S_Neisseria_flava

S_Streptococcus_multispecies_spp150_2
S_Lachnoanaerobaculum_umeaense

S_TM7__G_1__sp__oral_taxon_346
S_Atopobium_rimae

S_Eikenella_corrodens
S_Streptococcus_australis_nov_96_530

S_Veillonella_multispecies_spp161_2
S_Oribacterium_asaccharolyticum

S_Streptococcus_sp__oral_taxon_057
S_Campylobacter_gracilis

S_Streptococcus_multispecies_spp8_2
G_Propionibacterium

S_Streptococcus_parasanguinis_I
O_Mycoplasmatales

G_Mycoplasma
F_Mycoplasmataceae

S_Tannerella_forsythia
C_Mollicutes

O_Propionibacteriales
F_Propionibacteriaceae

S_Cardiobacterium_hominis
O_Methylophilales

F_Methylophilaceae
S_Methylophilus_leisingeri_nov_99_664

G_Methylophilus
S_Megasphaera_micronuciformis

G_Megasphaera
S_TM7__G_3__sp__oral_taxon_351
S_Haemophilus_parahaemolyticus

S_Actinomyces_sp__oral_taxon_169
S_Leptotrichia_wadei

S_Capnocytophaga_sp__oral_taxon_326
S_Prevotella_aurantiaca

S_Ruminococcaceae__G_2__sp__oral_taxon_085
S_Streptococcus_vestibularis

S_Parvimonas_multispecies_sppn64_2_nov_96_273
S_Stomatobaculum_sp__oral_taxon_097

F_Cardiobacteriaceae
O_Cardiobacteriales
G_Cardiobacterium

S_Streptococcus_sp__oral_taxon_058
S_Neisseria_mucosa

S_Alloprevotella_sp__oral_taxon_473_nov_97_792
S_Fusobacterium_nucleatum_subsp__animalis

S_Mogibacterium_diversum
S_Capnocytophaga_sp__Oral_Taxon_F95_nov_97_690

G_Tannerella
S_Streptococcus_salivarius

G_TM7__G_3_
G_Capnocytophaga

S_Parvimonas_micra
F_Flavobacteriaceae

O_Flavobacteriales
C_Flavobacteria

S_Streptococcus_australis
S_Leptotrichia_hongkongensis

S_Prevotella_sp__oral_taxon_305_nov_93_671
G_Mogibacterium

S_Streptococcus_dentisani
G_Stomatobaculum

S_Streptococcus_infantis_nov_97_792
S_Gemella_morbillorum

S_Actinomyces_lingnae__NVP_
S_Prevotella_sp__oral_taxon_313

S_Alloprevotella_tannerae
S_Streptococcus_sp__oral_taxon_431
S_Veillonella_multispecies_spp244_2

S_Porphyromonas_sp__oral_taxon_275
S_Streptococcus_sp__oral_taxon_423

S_Oribacterium_sinus
S_Leptotrichia_sp__oral_taxon_215_nov_96_078

S_Solobacterium_moorei
G_Solobacterium

S_Peptostreptococcaceae__XI__G_1___Eubacterium__sulci
C_Erysipelotrichia

F_Erysipelotrichaceae
O_Erysipelotrichales

G_Parvimonas
G_Peptostreptococcaceae__XI__G_1_

F_Peptoniphilaceae
S_Bergeyella_sp__oral_taxon_322

S_Porphyromonas_sp__oral_taxon_284
G_Oribacterium

G_Bergeyella
S_Leptotrichia_sp__oral_taxon_215

S_Streptococcus_sp__oral_taxon_066
S_TM7__G_1__sp__oral_taxon_352

G_Peptostreptococcus
S_Peptostreptococcus_stomatis

S_Capnocytophaga_gingivalis
S_Prevotella_histicola

G_TM7__G_1_
S_Alloprevotella_sp__oral_taxon_308

S_Streptococcus_parasanguinis_II
S_Prevotella_nanceiensis

S_Prevotella_pallens
F_Lachnospiraceae__XIV_

S_Gemella_sanguinis
S_Atopobium_parvulum

S_Actinomyces_odontolyticus
S_Streptococcus_mitis

G_Atopobium
F_TM7__F_1_

F_Coriobacteriaceae
O_Coriobacteriales

C_Coriobacteriia
O_TM7__O_1_

P_Saccharibacteria__TM7_
C_TM7__C_1_

F_Peptostreptococcaceae__XI_
S_Streptococcus_infantis

G_Alloprevotella
S_Granulicatella_adiacens

G_Actinomyces
G_Capnocytophaga
O_Flavobacteriales

C_Flavobacteriia
F_Flavobacteriaceae

O_Clostridiales
C_Clostridia

G_Porphyromonas
F_Porphyromonadaceae
S_Rothia_mucilaginosa

F_Prevotellaceae
O_Bacteroidales

C_Bacteroidia
P_Bacteroidetes

S_Enterobacteriaceae_multigenus_multispecies_spp228_17
S_Erysipelatoclostridium_spiroforme_nov_93_166

S_Dechloromonas_agitata_nov_97_955
S_Paludibacter_propionicigenes

S_Bacteroides_thetaiotaomicron
G_Blautia

S_Lactobacillus_multispecies_spp221_2
S_Clostridiales__F_1__G_2__sp__oral_taxon_402_nov_93_765

S_Clostridiales_multifamily_multigenus_multispecies_sppn75_2_nov_91_429
S_Lactobacillus_rogosae

S_Eubacterium_hallii
F_Bradyrhizobiaceae

S_Acidovorax_defluvii
S_Bacteroides_ovatus
S_Alistipes_putredinis

G_Clostridiales__F_1__G_2_
S_Lacnoclostridium_clostridioforme

F_Unclassified_Clostridiales
S_Enterococcus_durans

F_Vibrionaceae
G_Dorea

F_Microbacteriaceae
G_Flavonifractor

S_Gemmiger_formicilis
S_Eubacterium_eligens

G_Gemmiger
S_Parabacteroides_distasonis

S_Acidovorax_multispecies_spp9_2
G_Porphyromonadaceae_multigenus

F_Chromobacteriaceae
S_Porphyromonadaceae_multigenus_multispecies_spp234_2

S_Parabacteroides_merdae
O_Vibrionales

S_Odoribacter_laneus_nov_92_414
F_Odoribacteraceae

G_Lachnospiraceae__XIVa__multigenus
G_Odoribacter

G_Ruminiclostridium
G_Youngiibacter

S_Clostridiales_multifamily_multigenus_multispecies_sppn63_6_nov_95_904
G_Anaerophaga

S_Bacteroidetes__G_7__sp__oral_taxon_911_nov_88_532
S_Odoribacter_splanchnicus_nov_91_917

S_Alcaligenaceae_multigenus_multispecies_spp219_2
S_Anaerophaga_thermohalophila_nov_86_758

S_Bacteroides_coprocola
G_Erysipelatoclostridium
S_Methylotenera_mobilis

S_Bacteroidetes__G_7__sp__oral_taxon_911_nov_88_101
S_Bacteroidetes__G_7__sp__oral_taxon_911_nov_87_097

S_Phascolarctobacterium_faecium
G_Odoribacter

F__Odoribacteraceae_
S_Zoogloea_ramigera

G_Paludibacter
S_Streptococcus_multispecies_spp125_2

S_Simplicispira_metamorpha
G_Methylotenera

S_Acetobacterium_wieringae
F_Marinilabiliaceae

F_Clostridiales__F_1_
S_Bacteroides_stercoris

G_Simplicispira
G_Acetobacterium

S_Ruminococcus_faecis
S_Blautia_obeum

G_Dechloromonas
G_Fusibacter

F_ClostridialesFamilyXII_IncertaeSedis
F_Erysipelotrichaceae

C_Erysipelotrichi
O_Erysipelotrichales

S_Streptobacillus_hongkongensis
S_Stenotrophomonas_maltophilia

G_Burkholderiales_multifamily_multigenus
F_Burkholderiales_multifamily

F_Acidaminococcaceae
S_Burkholderiales_multifamily_multigenus_multispecies_sppn68_2_nov_92_727

G_Phascolarctobacterium
G_Megamonas

S_Megamonas_funiformis
O_Acidaminococcales

G_Bifidobacterium
S_Lactococcus_raffinolactis
S_Comamonas_testosteroni

S_Roseburia_inulinivorans
S_Lactobacillus_reuteri_genosp__2

S_Steroidobacter_agariperforans_nov_94_104
S_Bacteroides_multispecies_spp243_2

G_Streptobacillus
S_Clostridium_disporicum
S_Prevotella_multiformis
S_Bacteroides_plebeius
F__Paraprevotellaceae_

G_Blautia
G_Paraprevotella

G_Clostridiales_multifamily_multigenus
S_Helicobacter_equorum

S_Trichococcus_multispecies_spp29_2
G_Zoogloea

G_Trichococcus
G_Acidovorax

G_Parabacteroides
S_unclassified_Ruminococcaceae_sp__str__D16

G_Macellibacteroides
G_Roseburia

S_Macellibacteroides_fermentans
K_Plantae

G_Stenotrophomonas
G_unclassified_Ruminococcaceae

P_Angiosperms
S_Eubacterium_rectale

G_Lachnoclostridium
F_Desulfovibrionaceae

G_Desulfovibrio
O_Desulfovibrionales

O_Rhizobiales
G_Methyloversatilis

S_Methyloversatilis_discipulorum
G_Romboutsia

S_Romboutsia_sedimentorum
F_Peptostreptococcaceae

F_NA
G_Kocuria

F_Acetobacteraceae
S_Kocuria_kristinae
G_Lacnoclostridium

G_Clostridium
F_Clostridiales_multifamily

G_Eubacterium
F_Eubacteriaceae__XV_

F_Micrococcaceae
G_Barnesiella

F__Barnesiellaceae_
G_Helicobacter

F_Helicobacteraceae
G_Alistipes

F_Rikenellaceae
S_Cupriavidus_gilardii

G_Cupriavidus
F_Lachnospiraceae

O_Micrococcales
G_Ruminococcus
F_Clostridiaceae

G_Lactococcus
S_Ralstonia_pickettii

G_Eubacterium
S_Bacteroides_sp__Oral_Taxon_D25

F_Eubacteriaceae
G_Achromobacter

S_Achromobacter_xylosoxidans
S_Faecalibacterium_prausnitzii

S_Veillonella_sp__oral_taxon_780
G_Faecalibacterium
F_Rhodocyclaceae

O_Rhodocyclales
S_Prevotella_nigrescens

F_Alcaligenaceae
S_Prevotella_copri

F_Lachnospiraceae__XIVa_
S_Lactobacillus_multispecies_spp277_3

S_Streptococcus_lactarius
C_Alphaproteobacteria

S_Escherichia_coli
S_Alloprevotella_sp__oral_taxon_473

S_Prevotella_oris
G_Bacteroidetes__G_7_

S_Aggregatibacter_multispecies_spp225_2
C_Bacteroidetes__C_1_
O_Bacteroidetes__O_1_
F_Bacteroidetes__F_1_

G_Bacteroides
S_Porphyromonas_sp__oral_taxon_930

F_Bacteroidaceae
S_Granulicatella_elegans

S_Haemophilus_paraphrohaemolyticus
S_Haemophilus_sp__oral_taxon_036

G_Lactobacillus
F_Lactobacillaceae

S_Haemophilus_haemolyticus
S_Haemophilus_multispecies_spp278_2
S_Leptotrichia_multispecies_spp267_2

G_Enterobacteriaceae_multigenus
G_Brevundimonas

S_Aggregatibacter_sp__oral_taxon_898
G_Peptostreptococcaceae__XI__G_7_

S_Bacteroides_sp__str__XB1A
S_Peptostreptococcaceae__XI__G_5__sp__oral_taxon_493

F_Enterococcaceae
G_Enterococcus

G_Alcaligenaceae_multigenus
O_Xanthomonadales

F_Xanthomonadaceae
G_Peptostreptococcaceae__XI__G_5_

S_Leptotrichia_sp__oral_taxon_463
S_Staphylococcus_epidermidis

G_Ralstonia
G_Staphylococcus

F_Staphylococcaceae
G_Selenomonas

S_Haemophilus_sputorum
S_Aggregatibacter_sp__oral_taxon_458

S_Veillonella_atypica
S_Alloprevotella_sp__oral_taxon_914

S_Klebsiella_sp__Oral_Taxon_A36
S_Neisseria_elongata
F_Comamonadaceae

S_Pseudomonas_sp__Oral_Taxon_C61
G_Aggregatibacter

S_Veillonella_parvula_group
S_Haemophilus_parainfluenzae

G_Methylobacterium
F_Methylobacteriaceae

S_Streptococcus_sp__oral_taxon_064
S_Streptococcus_sanguinis_nov_100_000

S_Streptococcus_oralis
G_Eikenella

S_Fusobacterium_nucleatum_subsp__animalis_nov_99_408
S_Gemella_haemolysans_nov_99_235

S_Lachnospiraceae__G_2__sp__oral_taxon_096_nov_99_798
G_Lachnospiraceae__G_2_

S_Veillonella_parvula_group_nov_100_000
S_Haemophilus_parahaemolyticus_nov_99_804

O_Enterobacteriales
O_Corynebacteriales

G_Escherichia
G_Corynebacterium

F_Enterobacteriaceae
F_Corynebacteriaceae

G_Actinobaculum
S_Gemella_haemolysans_nov_99_229

F_Actinomycetaceae
G_Gemella

F_Gemellaceae
F_Leptotrichiaceae

G_Leptotrichia
S_Neisseria_sp__Oral_Taxon_14_nov_99_805
S_Streptococcus_sp__str__C300_nov_99_609

O_Bacillales
O_Actinomycetales

P_Actinobacteria
G_Yersinia

S_Ruminococcus_multispecies_sppn67_2_nov_95_192
S_Bacteroidetes__G_3__sp__oral_taxon_280

S_Prevotella_sp__oral_taxon_317_nov_91_106
S_Lactobacillus_sakei
S_Weissella_koreensis

S_Capnocytophaga_sp__Oral_Taxon_A48
S_Lachnoanaerobaculum_orale

S_Prevotella_sp__oral_taxon_443
S_Oribacterium_parvum

S_Prevotella_sp__oral_taxon_396_nov_97_579
S_Treponema_denticola

S_Mogibacterium_multispecies_spp214_3
G_Bacteroidetes__G_5_

S_Alloprevotella_rava
S_Actinomyces_multispecies_spp138_2

S_Kingella_denitrificans
S_Corynebacterium_matruchotii

G_Bacteroidales__G_2_
S_Bacteroidales__G_2__sp__oral_taxon_274

F_Bacteroidales__F_2_
S_Dialister_invisus

S_Streptococcus_multispecies_spp65_2
G_Dialister

S_Ruminococcaceae__G_1__sp__oral_taxon_075
S_Campylobacter_multispecies_spp239_2

G_Ruminococcaceae__G_1_
F_Ruminococcaceae

S_Leptotrichia_sp__oral_taxon_221
S_Prevotella_shahii

O_Spirochaetales
F_Spirochaetaceae

C_Spirochaetia
G_Treponema

P_Spirochaetes
S_Campylobacter_concisus

S_Capnocytophaga_leadbetteri
S_Actinomyces_sp__oral_taxon_180

F_Campylobacteraceae
G_Campylobacter

O_Campylobacterales
C_Epsilonproteobacteria

S_Porphyromonas_sp__oral_taxon_279
S_Prevotella_melaninogenica

S_Fusobacterium_periodonticum
G_Prevotella

S_Neisseria_flavescens
subflava

G_Neisseria
S_Selenomonas_sp__oral_taxon_137

S_Fretibacterium_fastidiosum
S_Veillonellaceae__G_1__multispecies_spp250_2

S_Snodgrassella_alvi_nov_92_974
G_Snodgrassella

S_Pseudomonas_mosselii_Oral_Taxon_A88
F_Synergistaceae
G_Fretibacterium

S_Haemophilus_multispecies_spp128_3
S_Burkholderiaceae__G__sp__Oral_Taxon_D14

G_Burkholderiaceae__G_
S_Selenomonas_noxia

S_Streptococcus_gordonii
S_Haemophilus_pittmaniae

S_Streptococcus_multispecies_spp64_2
S_Streptococcus_cristatus

S_Rothia_dentocariosa
S_Streptococcus_multispecies_spp254_2

S_Gemella_haemolysans
C_Gammaproteobacteria

S_Pseudomonas_aeruginosa
O_Pseudomonadales

F_Pseudomonadaceae
G_Pseudomonas

O_Lactobacillales
G_Streptococcus

F_Streptococcaceae
S_Streptococcus_multispecies_spp7_11

C_Bacilli
P_Firmicutes

S_Actinomyces_johnsonii
S_Prevotella_multispecies_spp5_2

S_Fusobacterium_multispecies_spp206_2
S_Porphyromonas_multispecies_spp54_2

S_Streptococcus_sp__oral_taxon_056
S_TM7__G_1__sp__oral_taxon_347

S_Peptostreptococcaceae__XI__G_9___Eubacterium__brachy
G_Peptostreptococcaceae__XI__G_9_

G_Catonella
S_Neisseria_sp__oral_taxon_018_nov_97_852

S_Streptococcus_multispecies_spp6_12
G_TM7__G_6_

S_TM7__G_6__sp__oral_taxon_870
S_Streptococcus_sp__oral_taxon_074

S_Porphyromonas_endodontalis
S_Porphyromonas_gingivalis

Significantly Represented Taxa

PRJEB73312
PRJNA1043432

PRJNA1049117
PRJNA266382

PRJNA295501
PRJNA556311

PRJNA598825 PRJNA756771


