
F
59

88
25

.S
20

F
59

88
25

.S
16

F
59

88
25

.S
13

F
59

88
25

.S
10

F
26

63
82

.S
19

F
26

63
82

.S
16

F
26

63
82

.S
13

F
26

63
82

.S
10

F
26

63
82

.S
07

F
26

63
82

.S
04

F
26

63
82

.S
01

F
10

43
43

2.
S

33
F

10
43

43
2.

S
30

F
10

43
43

2.
S

06
F

59
88

25
.S

29
F

59
88

25
.S

25
F

59
88

25
.S

07
F

59
88

25
.S

03
F

29
55

01
.S

13
F

29
55

01
.S

10
F

29
55

01
.S

07
F

29
55

01
.S

04
F

29
55

01
.S

01
F

10
43

43
2.

S
57

F
10

43
43

2.
S

54
F

10
43

43
2.

S
51

F
10

43
43

2.
S

46
F

10
43

43
2.

S
43

F
10

43
43

2.
S

40
F

10
43

43
2.

S
37

F
10

43
43

2.
S

34
F

10
43

43
2.

S
26

F
10

43
43

2.
S

23
F

10
43

43
2.

S
20

F
10

43
43

2.
S

17
F

10
43

43
2.

S
14

F
10

43
43

2.
S

11
F

10
43

43
2.

S
08

F
10

43
43

2.
S

02

Streptococcaceae

Pasteurellaceae

Pseudomonadaceae

Gemellaceae

Prevotellaceae

Neisseriaceae

Micrococcaceae

Porphyromonadaceae

Leptotrichiaceae

Veillonellaceae

Actinomycetaceae

Burkholderiaceae

Fusobacteriaceae

Enterobacteriaceae

Lactobacillaceae

Muribaculaceae

Carnobacteriaceae

Flavobacteriaceae

Bacteroidaceae

Oscillospiraceae

Lachnospiraceae

Methylobacteriaceae

Xanthomonadaceae

Bacillaceae

Campylobacteraceae

Comamonadaceae

Moraxellaceae

Alcaligenaceae

Eubacteriales_[F−1]

Orbaceae

Saccharibacteria_(TM7)_[F−2]

Mycoplasmataceae

Peptoniphilaceae

Aerococcaceae

Zoogloeaceae

Clostridiaceae

Rikenellaceae

Helicobacteraceae

Desulfovibrionaceae

Eubacteriaceae_[XV]

Erysipelotrichaceae

Peptostreptococcaceae

Tannerellaceae

Sterolibacteriaceae

Corynebacteriaceae

Lachnospiraceae_[XIV]

Treponemataceae

Peptostreptococcaceae_[XI]

Selenomonadaceae

Saccharibacteria_(TM7)_[F−1]

Samples

Fa
m

ily

0 20 40 60 80

Value
Merged

Control_Mucosa
OLP_Mucosa


