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Value

F756771.520
F756771.S15
F756771.S09
F73312.526
F73312.521
F73312.516
F73312.511
F73312.506
F73312.501
F556311.S30
F556311.524
F556311.507
F556311.S01
F266382.547
F1049117.542
F1049117.S37
F1049117.S32
F1049117.S09
F1049117.S01
F756771.529
F756771.S24
F756771.S07
F756771.S502
F73312.584
F73312.S79
F73312.574
F73312.569
F73312.564
F73312.S59
F73312.554
F73312.549
F73312.544
F73312.S39
F73312.534
F556311.S60
F556311.554
F556311.549

Samples

F556311.544
F556311.539
F556311.S34
F556311.520
F556311.515
F1049117.S28
F1049117.523
F1049117.517
F1049117.S12
F1049117.506

Merged

@ Control_Saliva
@ OLP_Saliva

Clostridiales
Actinomycetales
Bacillales
Negativicutes
Mollicutes_[0-2]
Clostridia_multiorder
Sphingomonadales
Cytophagales
Rhizobiales
Desulfobacterales
Eggerthellales
Poales

Ericales
Gracilibacteria_(GN02)_[O-1]
Bacteroidetes_[O-2]
Hyphomicrobiales
Rhodospirillales
Nevskiales
Vicinamibacterales
Marinilabiliales
Rhodocyclales
Mollicutes_[O-1]
Desulfovibrionales
Bifidobacteriales
Gracilibacteria_(GN02)_[O-2]
Xanthomonadales
Nitrosomonadales
Pseudomonadales
Cardiobacteriales
Mycoplasmatales
Synergistales
Bacteroidetes_[O-1]
Selenomonadales
Corynebacteriales
Erysipelotrichales
Spirochaetales
Absconditabacteria_(SR1)_[O-1]
Campylobacterales
Coriobacteriales
Saccharibacteria_(TM7)_[O-1]
Eubacteriales
Enterobacterales
Burkholderiales
Micrococcales
Flavobacteriales
Fusobacteriales
Pasteurellales
Lactobacillales
Neisseriales

Bacteroidales

Order



