Taxonomy bar plot of top 25 Phylum
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Phylum

Pseudomonadota
Bacteroidota

Bacillota
Actinomycetota
Fusobacteriota
Saccharibacteria_(TM7)
Spirochaetota
Absconditabacteria_(SR1)
Mycoplasmatota
Synergistota
Gracilibacteria_(GNO02)
Streptophyta
Acidobacteriota
Cyanobacteriota
Chloroflexota
Nitrospirota
Gemmatimonadota
Deferribacteres
Verrucomicrobiota
Ignavibacteriae
Elusimicrobia
Rhodothermaeota
Euryarchaeota
Deinococcota
Calditrichaeota
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