0

T T
20 40
Value

I
60

I| I 10 H\‘ IIIHI| i

|

503
S31
532
525
506
586
579
S72
365
S58
S51
Sa4
S37
S30
S22
559
S51
Sa4
S37
S21
S14
s11
S04
525
S17
S10
S56
sa7
540
528
S21
S14
504

F73312
F73312.
F73312
F73312.
F73312.
F73312
F73312
F73312
F73312.
F73312
F73312
F73312
F73312.
F598825.
F556311
F556311.
F556311
F556311.
F556311
F556311.
F295501
F295501.

Samples

Status

@D control
@ oLP

Selenomonadaceae
Ruminococcaceae
Eubacteriales_[F-1]
Fusobacteriaceae
Flavobacteriaceae
Mycoplasmataceae
Veillonellaceae
Treponemataceae
Yersiniaceae
Synergistaceae
Leptotrichiaceae
Alcaligenaceae
Micrococcaceae
Prevotellaceae
Enterobacteriaceae
Moraxellaceae
Carnobacteriaceae
Methylophilaceae
Bacteroidetes_[F-1]
Gemellaceae
Erysipelotrichaceae
Pseudomonadaceae
Actinomycetaceae
Corynebacteriaceae
Lachnospiraceae_[XIV]
Porphyromonadaceae
Comamonadaceae
Cardiobacteriaceae
Saccharibacteria_(TM7)_[F-1]
Streptococcaceae
Lachnospiraceae
Peptostreptococcaceae_[XI]
Campylobacteraceae
Aerococcaceae
Bacteroidaceae
Atopobiaceae
Bacillaceae
Oscillospiraceae
Peptoniphilaceae
Burkholderiaceae
Propionibacteriaceae
Bacteroidales_[F-2]
Pasteurellaceae
Saccharibacteria_(TM7)_[F-2]
Lactobacillaceae
Absconditabacteria_(SR1)_[F-1]
Neisseriaceae
Muribaculaceae
Rikenellaceae

Methylobacteriaceae

Family



