Relative abundance

S Clostridiales F 1 G 1 bacterium HMT 093

0.0014 [class: Control] [class: OLP) [class:[c-I:a.ss: Unk-nolwn]

0.0012

0.0010

0.0008

0.0006

0.0004

ZZZZZ ﬂj e | BILGE [ bl I Lle_L-IJ |




