Relative abundance

S Saccharibacteria_ TM7 G 5 bacterium_HMT_356
I - I — — B I | L 1
[class: PRJEB73312|class: PRJNAL({class: PRJNA1O|class: PRJ| class: PRJl| class: PRJNA|class: PR class: PRJNA756771]

0.0040

0.0035

0.0030

0.0025

0.0020

0.0015

0.0010 - l |'

0.0005 - miECEE CE | '

0.0000 = . : =L Jj—’ﬁkLlh




