
5.14 4.13 3.12 2.11 1.10 0.09 0.92 1.93 2.94 3.95 4.96
LDA SCORE (log 10)
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P_Actinobacteria
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O_Sphingomonadales
G_Muribaculaceae__G_2_

S_Haemophilus_pittmaniae
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G_Klebsiella
G_Moraxella
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G_Dialister

G_Eikenella
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F_Peptoniphilaceae
S_Parvimonas_micra

G_Parvimonas
S_Prevotella_multiformis

S_Faecalibacterium_prausnitzii
S_Phocaeicola_vulgatus

G_Faecalibacterium
S_Leptotrichia_sp__HMT_392
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F_Veillonellaceae
O_Nitrosomonadales

G_Cupriavidus
S_Ralstonia_pickettii
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G_Ralstonia
S_Lactobacillus_delbrueckii
S_Prevotella_sp__HMT_317

S_Streptococcus_multispecies_spp453_2
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S_Lactobacillus_johnsonii
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G_Tannerella
F_Eubacteriales__F_1_

S_Leptotrichia_buccalis
S_Haemophilus_multispecies_spp434_2

S_Leptotrichia_sp__HMT_498
G_Bacteroides

S_Corynebacterium_matruchotii
F_Bacteroidaceae

F_Bacillaceae
S_Alloprevotella_sp__HMT_473
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G_Phocaeicola
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F_Bacteroidaceae
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F_Corynebacteriaceae
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S_Streptococcus_lactarius

S_Porphyromonas_sp__HMT_930
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S_Morococcus_cerebrosus
S_Ligilactobacillus_multispecies_spp518_3

F_Comamonadaceae
S_Fusobacterium_multispecies_spp146_3
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F_Lachnospiraceae

G_Peptidiphaga
G_Ligilactobacillus
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O_Actinomycetales
F_Actinomycetaceae

S_Granulicatella_elegans
C_Actinobacteria

S_Haemophilus_paraphrohaemolyticus
S_Streptococcus_multispecies_spp396_18

S_Haemophilus_haemolyticus
F_Lactobacillaceae

S_Haemophilus_multispecies_spp253_2
S_Porphyromonas_gingivalis

G_Aggregatibacter
S_Neisseria_cinerea

O_Eubacteriales
S_Gemella_haemolysans
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O_Bacillales
F_Porphyromonadaceae
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Significantly Represented Taxa
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