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G_Paludibacter
G_Trichococcus
G_Lachnospira

S_Veillonella_multispecies_spp300_4
G_Megamonas

S_Lachnospiraceae__G_8__bacterium_HMT_500
G_Steroidobacter

G_Phascolarctobacterium
G_Mollicutes__G_1_

S_Streptococcus_multispecies_spp101_2
O_Mollicutes__O_1_
F_Mollicutes__F_1_

S_Helicobacter_ganmani
S_Prevotella_micans

S_Muribaculum_intestinale_nov_87_443
O_Acidaminococcales

G_Eubacteriales__G_4_
G_Parasutterella

F_Acidaminococcaceae
S_Capnocytophaga_multispecies_sppn182_2_nov_96_368

S_Treponema_medium
S_Prevotella_baroniae

S_Prevotellamassilia_timonensis_nov_89_904
S_Lactobacillaceae_multigenus_multispecies_spp561_2

F_Steroidobacteraceae
S_Leptotrichia_hofstadii

G_Kineothrix
S_Phocaeicola_plebeius

S_Clostridium_multispecies_spp559_2
G_Gracilibacteria__GN02___G_2_

S_Peptostreptococcaceae__XI__G_5__bacterium_HMT_493
G_Enterococcus

G_Lachnospiraceae__G_14_
O_Nevskiales

F_Gracilibacteria__GN02___F_2_
F_Enterococcaceae

C_Gracilibacteria__GN02___C_2_
S_Methyloversatilis_discipulorum
O_Gracilibacteria__GN02___O_2_

S_Pseudoflavonifractor_capillosus_nov_95_933
S_Gracilibacteria__GN02___G_2__bacterium_HMT_873

S_Bacteroides_uniformis
G_Stenotrophomonas

G_Romboutsia
F_Sterolibacteriaceae

S_Romboutsia_timonensis
G_Methyloversatilis

G_Lachnoclostridium
G_Paraprevotella

S_Kingella_multispecies_spp118_2
F_Acetobacteraceae

F_Muribaculaceae
S_Leptotrichia_sp__HMT_463

S_Treponema_sp__HMT_927_nov_95_455
G_Prevotellamassilia

G_Desulfovibrio
G_Duncaniella

G_Lachnospiraceae__G_11_
F_Zoogloeaceae

F_Odoribacteraceae
S_Roseburia_faecis

S_Treponema_sp__HMT_262
G_Bacteroidetes__G_3_
F_Xanthomonadaceae

S_Campylobacter_sp__HMT_044
S_Prevotella_multiformis

S_Capnocytophaga_sp__HMT_863
G_Eubacteriales__G_1_

S_Tannerella_sp__HMT_286
F_Sutterellaceae

S_Leptotrichia_trevisanii
G_Micrococcaceae_multigenus

O_Xanthomonadales
S_Porphyromonas_multispecies_spp393_2

S_Treponema_vincentii
G_Lactobacillaceae_multigenus

S_Leptotrichia_multispecies_spp424_2
G_Pseudoflavonifractor

O_Rhodospirillales
S_Porphyromonas_multispecies_spp391_2

S_Bacteroidetes__G_5__bacterium_HMT_505
F_Peptostreptococcaceae
G_Muribaculaceae__G_1_

F_Tannerellaceae
G_Peptostreptococcaceae__XI__G_5_

G_Mediterraneibacter
S_Cupriavidus_pauculus

F_Desulfovibrionaceae
G_Ruminococcus

G_Staphylococcus
G_Parabacteroides

S_Neisseria_sp__HMT_020
G_Cupriavidus

G_Achromobacter
S_Enterobacter_multispecies_spp511_4

F_Staphylococcaceae
G_Helicobacter
G_Eubacterium

S_Bergeyella_sp__HMT_900_nov_97_579
F_Eubacteriaceae__XV_

S_Capnocytophaga_granulosa_nov_91_787
S_Catonella_multispecies_spp422_2

F_Helicobacteraceae
O_Desulfovibrionales

G_Sphingomonas
S_Leptotrichia_multispecies_sppn624_2_nov_97_608

F_Sphingomonadaceae
F_Bacillaceae

S_Fusobacterium_hwasookii
G_Klebsiella

O_Sphingomonadales
S_Eikenella_halliae

S_Oribacterium_parvum
S_Porphyromonas_multispecies_spp392_3

G_Clostridium
S_Treponema_sp__HMT_257

G_Alistipes
S_Streptococcus_multispecies_spp394_18

G_Enterobacter
S_Mogibacterium_multispecies_spp445_3

S_Neisseria_sp__HMT_018_nov_97_852
S_Lactococcus_multispecies_spp236_2

F_Rikenellaceae
G_Roseburia

F_Prevotellaceae
S_Leptotrichia_sp__HMT_498

S_Fusobacterium_multispecies_spp148_3
S_Ottowia_sp__HMT_894

S_Prevotella_sp__HMT_396_nov_97_579
G_Bacteroidetes__G_5_

G_Sneathia
G_Comamonas
G_Lactococcus

G_Clostridiales_multifamily_multigenus
S_Sneathia_sanguinegens_nov_95_707

S_Clostridiales_multifamily_multigenus_multispecies_spp553_3
O_Veillonellales

F_Veillonellaceae
F_Clostridiales_multifamily

S_Phocaeicola_vulgatus
S_Fusobacterium_sp__HMT_370

S_Ralstonia_pickettii
G_Ottowia

F_Alcaligenaceae
S_Leptotrichia_multispecies_spp297_2

S_Moraxella_multispecies_spp584_2
S_Porphyromonas_sp__HMT_285

S_Lactobacillus_johnsonii
F_Clostridiaceae

S_Treponema_sp__HMT_237
G_Moraxella

S_Lachnoanaerobaculum_multispecies_spp510_2
S_Abiotrophia_defectiva

G_Abiotrophia
F_Moraxellaceae
F_Aerococcaceae

S_Kingella_denitrificans
G_Ralstonia

F_Eubacteriales__F_1_
S_Prevotella_sp__HMT_443

G_Filifactor
S_Fusobacterium_multispecies_spp135_3

S_Filifactor_alocis
S_Prevotella_copri

S_Serratia_surfactantfaciens
S_Corynebacterium_matruchotii

S_Leptotrichia_sp__HMT_392
S_Porphyromonas_sp__HMT_278

S_Veillonella_sp__HMT_780
O_Bacteroidetes__O_1_
C_Bacteroidetes__C_1_
F_Bacteroidetes__F_1_

S_Bacteroidales__G_2__bacterium_HMT_274
G_Bacteroidales__G_2_
F_Bacteroidales__F_2_

S_Faecalibacterium_prausnitzii
G_Muribaculum

G_Faecalibacterium
S_Ligilactobacillus_multispecies_spp518_3

G_Muribaculaceae__G_2_
S_Leptotrichia_buccalis

S_Prevotella_sp__HMT_314
S_Alloprevotella_tannerae

S_Dialister_invisus
S_Alloprevotella_rava

G_Dialister
S_Prevotella_sp__HMT_306

F_Yersiniaceae
G_Phocaeicola

F_Corynebacteriaceae
G_Corynebacterium

S_Ruminococcaceae__G_1__bacterium_HMT_075
F_Bacteroidaceae

G_Bacteroides
O_Corynebacteriales

F_Bacteroidaceae
G_Enterobacteriaceae_multigenus

S_Enterobacteriaceae_multigenus_multispecies_spp414_5
G_Ruminococcaceae__G_1_

G_Serratia
S_Coriobacteriales_multifamily_multigenus_multispecies_spp488_2

G_Coriobacteriales_multifamily_multigenus
F_Coriobacteriales_multifamily

S_Fusobacterium_multispecies_spp143_2
S_Streptococcus_multispecies_spp438_3
S_Haemophilus_multispecies_spp434_2

S_Porphyromonas_sp__HMT_930
S_Bergeyella_sp__HMT_206

F_Ruminococcaceae
S_Prevotella_sp__HMT_304

G_Ligilactobacillus
S_Schaalia_odontolytica

S_Campylobacter_multispecies_spp185_2
S_Aggregatibacter_sp__HMT_458

S_Veillonella_multispecies_spp158_2
F_Muribaculaceae

S_Lautropia_multispecies_spp515_2
S_Fusobacterium_multispecies_spp146_3

S_Neisseria_elongata
S_Fusobacterium_nucleatum_subsp__vincentii

S_Prevotella_shahii
S_Neisseria_oralis

S_Prevotella_multispecies_spp325_2
G_Morococcus

F_Comamonadaceae
S_Alloprevotella_sp__HMT_914

S_Morococcus_cerebrosus
O_Bacteroidales

S_Alloprevotella_sp__HMT_473
S_Leptotrichia_sp__HMT_417

S_Porphyromonas_endodontalis
C_Bacteroidia

S_Pseudomonas_multispecies_spp583_3
S_Prevotella_intermedia

S_Schaalia_sp__HMT_180
F_Oscillospiraceae

F_Treponemataceae
G_Treponema

P_Bacteroidota
O_Spirochaetales

P_Spirochaetes
C_Spirochaetia

S_Neisseria_cinerea
S_Aggregatibacter_multispecies_spp507_2

F_Lachnospiraceae
S_Haemophilus_multispecies_spp253_2

S_Haemophilus_haemolyticus
F_Lactobacillaceae

O_Enterobacterales
G_Aggregatibacter

S_Porphyromonas_gingivalis
O_Eubacteriales

S_Neisseria_perflava
O_Burkholderiales

S_Porphyromonas_pasteri
S_Neisseria_multispecies_spp171_4

S_Prevotella_melaninogenica
S_Fusobacterium_periodonticum

C_Fusobacteria
O_Fusobacteriales

F_Fusobacteriaceae
G_Fusobacterium

S_Neisseria_flavescens
G_Porphyromonas

F_Porphyromonadaceae
G_Haemophilus

O_Pasteurellales
F_Pasteurellaceae

P_Fusobacteria
G_Prevotella

S_Neisseria_subflava
F_Prevotellaceae
P_Proteobacteria

C_Bacteroidia
O_Bacteroidales
P_Bacteroidetes

G_Neisseria
F_Neisseriaceae

O_Neisseriales
C_Betaproteobacteria

S_Campylobacter_concisus_nov_97_078
S_Peptostreptococcaceae__XI__G_9___Eubacterium__brachy

G_Flavobacterium
G_Peptostreptococcaceae__XI__G_9_

S_Scardovia_wiggsiae
S_Streptococcus_australis_nov_97_785

S_Dialister_pneumosintes
G_Saccharibacteria__TM7___G_8_

F_Coriobacteriaceae
S_Neisseria_sp__HMT_018

S_Bergeyella_zoohelcum_nov_91_720
S_Treponema_sp__HMT_231

G_Scardovia
F_Peptococcaceae

S_Capnocytophaga_sp__HMT_336
F_Flavobacteriaceae

S_Streptococcus_danieliae
G_Peptococcus

S_Neisseria_sp__HMT_499
S_Lactobacillus_vaginalis

G_Latilactobacillus
S_Streptococcus_peroris

G_Peptostreptococcaceae__XI__G_7_
S_Streptococcus_multispecies_sppn33_2_nov_97_778

S_Alloprevotella_sp__HMT_473_nov_97_468
S_Capnocytophaga_sp__HMT_380

S_Lachnoanaerobaculum_saburreum
C_Flavobacteriia

O_Flavobacteriales
G_Saccharibacteria__TM7___G_2_

S_Prevotella_multispecies_spp560_2
S_Streptococcus_constellatus

S_Campylobacter_rectus
S_Catonella_morbi

S_Veillonella_tobetsuensis
S_Peptoniphilaceae__G_1__bacterium_HMT_113

S_Capnocytophaga_gingivalis_nov_96_053
S_Capnocytophaga_sp__HMT_864

S_Tannerella_multispecies_spp514_2
S_Streptococcus_oralis_subsp__tigurinus_clade_070

G_Peptoniphilaceae__G_1_
S_Stomatobaculum_longum

S_Saccharibacteria__TM7___G_1__bacterium_HMT_347
S_Streptococcus_sp__HMT_056

S_Arachnia_rubra
S_Actinomyces_sp__HMT_171

S_Capnocytophaga_granulosa_nov_97_674
G_Blautia

F_Alicyclobacillaceae
S_Fusobacterium_sp__HMT_204

S_Capnocytophaga_ochracea
S_Streptococcus_oralis_subsp__tigurinus_clade_071

S_Campylobacter_gracilis
G_Tumebacillus

S_Mycoplasma_salivarium
S_Mogibacterium_timidum
S_Campylobacter_showae

P_Cyanobacteria
O_Gloeobacterales

F_Gloeobacteraceae
S_Aggregatibacter_segnis

C_Gloeobacteria
S_Streptococcus_multispecies_spp108_3

S_Streptococcus_mutans
S_Neisseria_bacilliformis

S_Arachnia_propionica
G_Gloeobacter

S_Actinomyces_sp__HMT_170
S_Lachnospiraceae__G_2__bacterium_HMT_096

S_Saccharibacteria__TM7___G_1__bacterium_HMT_348
S_Kingella_oralis

S_Saccharibacteria__TM7___G_3__bacterium_HMT_351_nov_97_701
S_Lachnoanaerobaculum_gingivalis

S_Capnocytophaga_sp__HMT_326
S_Selenomonas_sp__HMT_149

S_Peptostreptococcaceae__XI__G_6___Eubacterium__nodatum
S_Veillonella_sp__HMT_917

G_Peptostreptococcaceae__XI__G_6_
G_Lachnoanaerobaculum

G_Megasphaera
S_Streptococcus_multispecies_sppn434_2_nov_96_519

S_Eikenella_corrodens
S_Neisseria_flava

S_Actinomyces_naeslundii
S_Lancefieldella_rimae

S_Veillonella_multispecies_spp299_3
S_Megasphaera_micronuciformis

S_Aggregatibacter_aphrophilus
G_Methylorubrum

S_Capnocytophaga_endodontalis
F_Methylobacteriaceae

S_Haemophilus_sp__HMT_036
G_Arachnia

F_Propionibacteriaceae
O_Propionibacteriales

S_Methylophilus_leisingeri
G_Methylophilus

F_Methylophilaceae
O_Hyphomicrobiales

S_Oribacterium_multispecies_spp492_2
O_Nitrosomonadales

S_Streptococcus_oralis
S_Saccharibacteria__TM7___G_3__bacterium_HMT_351

S_Shigella_sonnei
S_Streptococcus_anginosus

S_Mycoplasma_faucium
S_Porphyromonas_catoniae

S_Lautropia_dentalis
S_Streptococcus_gordonii

S_Fusobacterium_nucleatum_subsp__animalis
S_Leptotrichia_hongkongensis

S_Mogibacterium_diversum
S_Gemella_morbillorum

S_Peptidiphaga_sp__HMT_183
S_Capnocytophaga_gingivalis_nov_97_368
S_Parvimonas_sp__HMT_393_nov_96_273

G_Shigella
S_Schaalia_multispecies_spp19_2

S_Prevotella_aurantiaca
S_Alloprevotella_sp__HMT_473_nov_97_792

O_Mycoplasmatales
G_Mycoplasma

F_Mycoplasmataceae
S_Neisseria_sicca

C_Mollicutes
G_Saccharibacteria__TM7___G_3_

S_Streptococcus_periodonticum
S_Streptococcus_sp__HMT_057

S_Schaalia_lingnae__Not_Validly_Published_
S_Prevotella_sp__HMT_305_nov_93_671

G_Mogibacterium
S_Streptococcus_multispecies_spp462_3

S_Absconditabacteria__SR1___G_1__bacterium_HMT_875
G_Escherichia

S_Escherichia_coli
G_Oribacterium

S_Streptococcus_sp__HMT_061
S_Streptococcus_sp__HMT_066

S_Actinomyces_sp__HMT_175
S_Streptococcus_multispecies_spp455_2

P_Absconditabacteria__SR1_
C_Absconditabacteria__SR1___C_1_
O_Absconditabacteria__SR1___O_1_
F_Absconditabacteria__SR1___F_1_

G_Absconditabacteria__SR1___G_1_
S_Peptostreptococcaceae__XI__G_1___Eubacterium__sulci

G_Peptostreptococcaceae__XI__G_1_
S_Neisseria_multispecies_spp173_2

S_Streptococcus_cristatus_clade_578
S_Streptococcus_australis

S_Porphyromonas_sp__HMT_275
S_Leptotrichia_wadei

S_Leptotrichia_sp__HMT_215_nov_96_078
S_Bergeyella_sp__HMT_322

S_Haemophilus_sputorum
S_Prevotella_jejuni

S_Streptococcus_sp__HMT_064
S_Veillonella_multispecies_spp152_2

S_Veillonella_infantium
S_Porphyromonas_sp__HMT_284

F_Lachnospiraceae__XIV_
F_Enterobacteriaceae

S_Leptotrichia_sp__HMT_215
S_Neisseria_mucosa

G_Bergeyella
S_Capnocytophaga_sputigena

S_Peptostreptococcus_stomatis
G_Peptostreptococcus

S_Actinomyces_sp__HMT_169
S_Streptococcus_oralis_subsp__dentisani_clade_058

S_Veillonella_rogosae
S_Saccharibacteria__TM7___G_1__bacterium_HMT_352

G_Saccharibacteria__TM7___G_1_
S_Campylobacter_concisus

S_Alloprevotella_sp__HMT_308
S_Capnocytophaga_leadbetteri

F_Campylobacteraceae
G_Campylobacter

C_Epsilonproteobacteria
O_Campylobacterales

S_Streptococcus_infantis_clade_431
S_Capnocytophaga_gingivalis

S_Prevotella_nanceiensis
O_Negativicutes

F_Veillonellaceae
G_Veillonella

F_Saccharibacteria__TM7___F_1_
O_Coriobacteriales

C_Coriobacteriia
S_Streptococcus_sp__HMT_423

P_Saccharibacteria__TM7_
C_Saccharibacteria__TM7___C_1_
O_Saccharibacteria__TM7___O_1_

S_Schaalia_odontolyticus
S_Prevotella_pallens

G_Granulicatella
F_Carnobacteriaceae

S_Lancefieldella_parvula
G_Lancefieldella
F_Atopobiaceae

S_Fusobacterium_nucleatum
S_Streptococcus_koreensis

F_Peptostreptococcaceae__XI_
S_Streptococcus_parasanguinis_clade_411

G_Alloprevotella
O_Actinomycetales

F_Actinomycetaceae
G_Actinomyces

G_Lautropia
S_Lautropia_mirabilis

F_Burkholderiaceae
S_Granulicatella_adiacens

S_Rothia_aeria
S_Streptococcus_chosunense

G_Schaalia
S_Streptococcus_sanguinis

O_Actinomycetales
F_Actinomycetaceae

C_Actinobacteria
G_Leptotrichia

F_Leptotrichiaceae
C_Fusobacteriia

O_Fusobacteriales
O_Clostridiales

S_Streptococcus_downii
S_Streptococcus_multispecies_spp463_2

C_Clostridia
S_Streptococcus_salivarius

G_Capnocytophaga
S_Streptococcus_multispecies_spp428_3

S_Rothia_mucilaginosa
S_Neisseria_multispecies_spp175_3

S_Streptococcus_mitis
C_Flavobacteriia

O_Flavobacteriales
F_Flavobacteriaceae

O_Micrococcales
F_Micrococcaceae

G_Rothia
C_Actinomycetia

S_Haemophilus_parainfluenzae
P_Actinobacteria

S_Janthinobacterium_violaceinigrum
S_Fretibacterium_sp__HMT_359
S_Fretibacterium_sp__HMT_360

S_Saccharibacteria__TM7___G_2__bacterium_HMT_350
S_Selenomonas_sp__HMT_136

S_Prevotella_multispecies_spp207_2
S_Anaeroglobus_geminatus

G_Anaeroglobus
S_Actinomyces_multispecies_spp29_2

S_Oribacterium_sp__HMT_078
S_Selenomonas_sp__HMT_137

S_Capnocytophaga_multispecies_spp581_2
S_Neisseriaceae__G_1__bacterium_HMT_174

G_Neisseriaceae__G_1_
S_Fusobacterium_multispecies_spp144_3

S_Veillonellaceae__G_1__multispecies_spp292_2
G_Coriobacteriales_Atopobium

S_Oribacterium_asaccharolyticum
S_Coriobacteriales_multifamily_multigenus_multispecies_spp443_3

S_Coriobacteriales_Atopobium_rimae
S_Staphylococcus_multispecies_spp66_3

S_Saccharibacteria__TM7___G_1__bacterium_HMT_952
S_Pseudomonas_multispecies_spp116_3

S_Fusobacterium_multispecies_spp138_2
S_Actinobacillus_minor

G_Actinobacillus
G_Veillonellaceae__G_1_

S_Leptotrichia_shahii
S_Selenomonas_sputigena

G_Pasteurellaceae_multigenus
S_Pasteurellaceae_multigenus_multispecies_spp4_4

S_Streptococcus_multispecies_spp126_2
S_Fusobacterium_sp__HMT_203

G_Fretibacterium
S_Fusobacterium_multispecies_spp141_2

S_Janthinobacterium_multispecies_spp167_3
S_Saccharibacteria__TM7___G_5__bacterium_HMT_356

G_Saccharibacteria__TM7___G_5_
F_Saccharibacteria__TM7___F_2_

F_Oxalobacteraceae
S_Selenomonas_noxia
G_Janthinobacterium

S_Saccharibacteria__TM7___G_1__bacterium_HMT_346
S_Prevotella_denticola

S_Saccharibacteria__TM7___G_1__bacterium_HMT_349
G_Bergeriella

S_Veillonella_parvula
S_Bergeriella_denitrificans_nov_96_503

O_Selenomonadales
S_Prevotella_oris

F_Selenomonadaceae
S_Haemophilus_pittmaniae

G_Selenomonas
C_Negativicutes

S_Streptococcus_multispecies_spp437_3
S_Streptococcus_sp__HMT_074

S_Streptococcus_lactarius
S_Veillonella_multispecies_spp301_3

S_Granulicatella_elegans
S_Rothia_dentocariosa

S_Streptococcus_multispecies_spp453_2
S_Veillonella_dispar

S_Haemophilus_multispecies_spp505_2
S_Streptococcus_multispecies_spp396_18

S_Streptococcus_multispecies_spp310_2
O_Bacillales

F_Gemellaceae
G_Gemella

S_Gemella_haemolysans
C_Gammaproteobacteria

O_Lactobacillales
F_Streptococcaceae

G_Streptococcus
O_Pseudomonadales

S_Pseudomonas_aeruginosa
G_Pseudomonas

F_Pseudomonadaceae
P_Firmicutes

C_Bacilli
S_Streptococcus_multispecies_spp395_17

Significantly Represented Taxa
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