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B Control_Saliva

nificantly Represented Taxa

B OLP_Saliva

P_Bacteroidetes
O_Badteroidales
C_Blacteroidia
F_Flavobagteriaceae
O_FlavoHQacteriales
C_Flavfobacteriia
G_Capno¢ytophaga
O_Clpstridiales
C| Clostridia
G_Grapulicatella
F_Carnobagteriaceae
S_Grpnulicatellg adiacens
_Bacteria
F_Peptostreptococcgdceae_ XI_
S_Capnoclytophaga_lgadbetteri
S_Capnofytophaga_|sputigena
G_Solopacterium
_Erysipelofrichaceae
O_Erysipel|otrichales
C_Erysipelotrichia
S_Yolobacteriym_moorei
S_[cemella_mprbillorum
G[Klebsiella
S_Fusolacterium_rjucleatum_gubsp__polymorphum
S_Capndcytophaga|gingivalis
S_|[Fusobacterjum_nucleatum_subsp] animalis
G_Stomaflobaculum
G_Enterobacter
S_Fusobacferia_ G_1 | sp_ Oral_Taxon_A71
F_Fusobgcteria_ F_
G_Fusobacteria_ G_1_
O_Fusobafteria_ O_
G_Mycoplasma
F_Mycoplagmataceae
O_Mycoplpsmatales
C_Mollicutes
S_Enterobacter_h¢rmaechei
S [Kingella_mpltispecies [spp246_2
S_Hseudomonas_pseudoafcaligenes
$_Prevotellg_baroniae
S_Klebsiella_pneumohiae
S_Actinonyces_oris
S_TM7__G 3_ sp__oral_taxon_351
S_Streptogoccus_sp_|oral_taxon[056_nov_94_304
S_Selenomonas_noxif
S_Prevote|la_copri
P_Gracilibpcteria__GNO02
S_Lactococcus_lactis
G_Lactocqccus
G_TM7_(Q_3_
S_Veillonglla_sp__ora|_taxon_78(
G_TM7_(Q_6_
S TM7_G 6__sp__oral_taxon_870
S_Haemophilus_sp__¢ral_taxon_p36
S_Haemophilus_haemolyticus
G_Selenofnonas
S_Haemophilus_sp__¢ral_taxon_p08
S_Leptotrichia_sp__offal_taxon_2[8
S_Haemophilus_sputgrum
S_Streptogoccus_mulkispecies_sppl91_2
S_Rothia_glentocarioda
S_Campylpbacter_concisus
S TM7_G 1_ sp_ oral_taxon_352
G_TM7_d 1_
S_Leptotrichia_sp__offal_taxon_4L7
S_Veillondlla_atypica
O TM7_Q 1_
CTM7_d1_
P_Sacchatlibacteria_ TM7_
FTM7_F|1_
S_Rothia_geria
G_Veillonglla
F_Veillone]laceae
O_Selenofnonadales
C_NegatiVficutes
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