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S_Streptococcus_mitis
O_Actinomycetales
F_Micrococcaceae
G_Rothia
C_Negativicutes
O_Selenomonadales
F_Veillonellaceae
G_Veillonella
S_Streptococcus_multispecies_spp191_2
C_Actinobacteria
P_Actinobacteria
S_Streptococcus_dentisani
S_Veillonella_parvula_group
K_Bacteria
S_Rothia_aeria
S_Streptococcus_sanguinis
S_Veillonella_atypica
S_Streptococcus_parasanguinis_II
P_Saccharibacteria__TM7_
C_TM7__C_1_
O_TM7__O_1_
F_TM7__F_1_
S_Rothia_dentocariosa
S_Streptococcus_sp__oral_taxon_061
G_TM7__G_1_
S_Streptococcus_vestibularis
C_Epsilonproteobacteria
O_Campylobacterales
S_TM7__G_1__sp__oral_taxon_352
F_Campylobacteraceae
G_Campylobacter
S_Campylobacter_concisus
S_Streptococcus_parasanguinis_I
G_Selenomonas
S_Streptococcus_sp__oral_taxon_057
S_Leptotrichia_sp__oral_taxon_221
S_Actinomyces_sp__oral_taxon_169
S_Haemophilus_sputorum
F_Bacteroidaceae
S_TM7__G_6__sp__oral_taxon_870
G_TM7__G_6_
S_Faecalibacterium_prausnitzii
G_Faecalibacterium
S_Bacteroides_sp__Oral_Taxon_D25
G_TM7__G_3_
S_Streptococcus_mutans
S_Acinetobacter_sp__Oral_Taxon_A58
G_Acinetobacter
G_Lactococcus
S_Lactococcus_lactis
S_TM7__G_3__sp__oral_taxon_351
S_TM7__G_3__sp__oral_taxon_351_nov_97_701
S_Actinomyces_sp__oral_taxon_170
S_Catonella_morbi
S_Streptococcus_sp__oral_taxon_056_nov_94_304
S_Actinomyces_sp__oral_taxon_171

S_Fusobacterium_multispecies_spp261_2
S_Ottowia_sp__oral_taxon_894

G_Ottowia
S_Prevotella_baroniae

S_Streptococcus_constellatus
S_Prevotella_multiformis

O_Rhodocyclales
S_Methyloversatilis_discipulorum

G_Methyloversatilis
F_Rhodocyclaceae

S_Porphyromonas_multispecies_spp304_3
S_Ralstonia_sp__oral_taxon_406

S_Tannerella_forsythia
S_Porphyromonas_sp__oral_taxon_278
S_Fusobacterium_sp__oral_taxon_370

S_Cupriavidus_gilardii
S_Kingella_multispecies_spp246_2

G_Cupriavidus
S_Dialister_pneumosintes

G_Tannerella
O_Mycoplasmatales

C_Mollicutes
F_Mycoplasmataceae
S_Ralstonia_pickettii

G_Mycoplasma
G_Bacteroidetes__G_5_

S_Treponema_sp__oral_taxon_237
S_Streptococcus_sp__oral_taxon_074

S_Prevotella_denticola
S_Prevotella_veroralis

S_Parvimonas_micra
G_Filifactor

S_Filifactor_alocis
S_Leptotrichia_sp__oral_taxon_392

S_Enterobacter_hormaechei
G_Ralstonia

S_Kingella_denitrificans
S_Dialister_invisus

C_Bacteroidetes__C_1_
O_Bacteroidetes__O_1_

S_Fusobacterium_nucleatum_subsp__animalis
F_Bacteroidetes__F_1_

G_Enterobacter
S_Prevotella_sp__oral_taxon_304

S_Streptococcus_lactarius
F_Ruminococcaceae

G_Delftia
S_Delftia_acidovorans

G_Dialister
S_Lactobacillus_multispecies_spp253_3

S_Prevotella_intermedia
S_Gemella_morbillorum

F_Aerococcaceae
G_Abiotrophia

S_Abiotrophia_defectiva
S_Aggregatibacter_multispecies_spp122_2

S_Fusobacterium_nucleatum_subsp__polymorphum
S_Prevotella_oris

F_Comamonadaceae
S_Granulicatella_elegans

S_Porphyromonas_endodontalis
S_Pseudomonas_sp__Oral_Taxon_C61

F_Peptostreptococcaceae__XI_
G_Alloprevotella

F_Carnobacteriaceae
G_Granulicatella

C_Clostridia
O_Clostridiales
F_Gemellaceae

G_Gemella
O_Bacillales

S_Haemophilus_multispecies_spp20_2
C_Bacteroidia

O_Bacteroidales
P_Bacteroidetes

S_Streptococcus_multispecies_spp39_11

Significantly Represented Taxa
Control OLP


