roteobacteria.C_Gammaproteobacteria.O_Pasteurellales.F_Pasteurellaceae.G_Aggregatibacter.S_multis
0.008 1 {class: AD | class: Control|

0.007 -

0.006 -

0.005 -

0.004 -

0.003 -

0.002 A

0.001 - I l
0.000 - . 1 .

Relative abundance




