irmicutes.C_Clostridia.O_Eubacteriales.F_Lachnospiraceae.G_Pseudobutyrivibrio.S_multispecies sppn2

0.0007 [Class: AD_maIe] ClaSS Control_male
0.0006
0.0005
0.0004
0.0003
0.0002
0.0001
0.0000

Relative abundance




