P_Proteobacteria
G_Phyllobacterium
C_Alphaproteobacteria
O_Rhizobiales
S_myrsinacearum
F_Phyllobacteriaceae
C_Betaproteobacteria
G_Neisseria
S_sicca
O_Neisseriales
F_Neisseriaceae
G_Propionibacterium
F_Propionibacteriaceae
S_acnes
O_Propionibacteriales
S_sp__oral_taxon_423
P_Actinobacteria
C_Actinobacteria
S_sp__oral_taxon_064
F_Aerococcaceae
G_Abiotrophia
S_defectiva
S_salivarius
S_sanguinis
F_Burkholderiaceae
S_mirabilis
G_Lautropia
O_Burkholderiales
O_Flavobacteriales
S_cristatus
F_Flavobacteriaceae
S_parasanguinis_lI
C_Flavobacteriia
S_sputigena
G_Capnocytophaga
S_multispecies_spp18_2
S_sp__oral_taxon_313
S_parasanguinis_|
S_atypica
O_Selenomonadales
C_Negativicutes
G_Veillonella
F_Veillonellaceae
S_dentisani
S_periodonticum
S_infantis
S_histicola
S_parvula_group
S_mitis
S _oralis
S_melaninogenica
tum_subsp__polymorphum
S_morbi
S_sp__oral_taxon_279
G_Porphyromonas
S_sp__oral_taxon_194
C_Fusobacteriia
O_Fusobacteriales
F_Fusobacteriaceae
G_Fusobacterium
P_Fusobacteria
O_Campylobacterales
C_Deinococci
S_concisus
S_thermophilus
P__Thermi_
F_Campylobacteraceae
G_Campylobacter
C_Epsilonproteobacteria
F_Thermaceae
O_Thermales
G_Thermus
C_TM7_C 1_
G_TM7_G_1_
F_TM7_F_1_
O_TM7_0O_1_
P_Saccharibacteria_ TM7_
al_taxon_348_nov_95_133
C_Bacteroidia
O_Bacteroidales
S_shahii_nov_87_903
F_Prevotellaceae
G_Prevotella
F_Lachnospiraceae
S_viscericola_nov_85_455
S_catus_nov_90_446
al_taxon_911_nov_86_172
O_Actinomycetales
al_taxon_911_nov_85 571
S_sp__oral_taxon_149
S_sp__oral_taxon_136
G_Rothia
F_Micrococcaceae
S_aeria
S_peroris_nov_96_976
S_infantis_nov_97_379
S_tigurinus
S_naeslundii
O_Eggerthellales
F_Eggerthellaceae
C_Coriobacteriia
al_taxon_175_nov_97_764
S_glycyrrhizinilyticum
G_Clostridium
S_stomatis
ptostreptococcaceae_ XI_
G_Peptostreptococcus
S_finegoldii_nov_92_276
G_Tyzzerella
S_intestinalis
<ylanolyticum_nov_90_264
5_Ruminococcaceae_ G_2_
S_tigurinus_nov_96_016
5_herbivorans_nov_92_577
_str__M62_1_nov_90_417
S_sp__oral_taxon_175
s _sppn217_2_nov_96_983
G_Selenomonas
F_Alphaproteobacteria_ F_
;_Alphaproteobacteria_ G_
al_Taxon_A28_nov_92_634
)_Alphaproteobacteria_ O_
S_viscericola_nov_85 317
S_fissicatena_nov_95_228
_troglodytidis_nov_87_209
S_defectiva_nov_93_281
S_caecimuris
al_taxon_085_nov_87_789
G_Enterorhabdus
S_hathewayi_nov_87_800
S_gnavus_nov_92_739
s_sppnl74_2_nov_95_474
S_producta_nov_95_859
G_Actinomyces
F_Actinomycetaceae
S_ramulus_nov_89_256
<ylanolyticum_nov_92_100
S_coccoides_nov_90_683
S_caecimuris_nov_89_722
al_taxon_085_nov_89 873
valericigenes_nov_93 634
al_taxon_085_nov_90_126
accharivorans_nov_89_121
C_Bacilli
O_Bacillales
F_Bacillaceae
G_Bacillus
S_sp__Oral_Taxon_B77
S_pelagium
F_Carnobacteriaceae
G_Alkalibacterium
valericigenes_nov_95 031
al_taxon_911_nov_84_752
S_bolteae_nov_91_213
al_taxon_911_nov_84_479
<ylanolyticum_nov_94 583
G_Anaerocolumna
S_caecimuris_nov_89_270
S_ramulus_nov_89_897
F_Sutterellaceae
mentihominis_nov_91_200
G_Parasutterella
izogenes_Oral_Taxon_D34
G_Rhizobium
F_Rhizobiaceae
P_Firmicutes
O_Clostridiales
C_Clostridia
S_bolteae
F_Lachnospiraceae_ XIV_
G_Lachnoanaerobaculum
S_sp__SS3_4 nov_84_742
S_parvum_nov_89_855
S_bolteae_nov_91_458
al_taxon_083_nov_87_449
ostridioforme_nov_85_892
S_ventriosum_nov_93_361
s_sppnl43_3_nov_92_083
s_sppnl88_2_nov_95 436
micigenerans_nov_94 387
charolyticum_nov_89 419
S_morbi_nov_85_832
S_colinum_nov_87_013
G_Catonella
ccharivorans_nov_89 256
S_bolteae_nov_95_010
charolyticum_nov_86_875
5_herbivorans_nov_92_961
O_Desulfovibrionales
F_Desulfovibrionaceae
S_legallii_nov_92_415
G_Desulfovibrio

C_Deltaproteobacteria
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