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Verrucomicrobiaceae

Bacteroidaceae

Alcaligenaceae

Lachnospiraceae

Lachnospiraceae_[XIVa]

Oscillospiraceae

Sutterellaceae

Ruminococcaceae

Peptostreptococcaceae

Anaeroplasmataceae

Clostridiales_[F-1]

Microbacteriaceae

Eubacteriaceae

Turicibacteraceae

Christensenellaceae

Clostridiaceae
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