® - < SP1 Capnocytophaga sputigena (7.22%|0%|0%)
® ° <+ SP44 Prevotella melaninogenica (1.48%|0%|0%)
® ¢ ¢ SP8 Prevotella nanceiensis (3.35%|0%|0%)
@ - - SP29 Rothia mucilaginosa (32.85%|0%]|0%)
* @ o 5P98 Corynebacterium lowii (0%]|7.03%|3.16%)
® ° ° SP61 Actinomyces graevenitzii (5.41%|0%]|0%)
* ° ° SP66 Actinomyces oris (0.20%|0%|0%)

® o ¢ SP22 Schaalia odontolytica (3.32%|0%|0%)
‘[ ® ° ¢ SP95 Schaalia sp._HMT_180 (6.62%|0%|0%)
e ° * SP103 Schaalia sp. HMT 172 (0.24%|0%|0%)

* ° ° SP78 Alishewanella aestuarii (0%]|0%]0.35%)

® ° ° SP19 Haemophilus parainfluenzae (7.80%]|0%]|0%)
* @ ® SP35 Mixta calida (0%]11.85%]|10.08%)
~ ® ° ° SP11 Veillonella dispar (6.36%|0%|0%)
L— « « « 5P41 Veillonella atypica (1.80%|0%)|0%)
e ° ¢ SP62 Gemella sanguinis (0.36%]|0%|0%)
|— ® -+ ¢ SP9 Streptococcus parasanguinis_clade 411 (5.24%|0%]|0%)
|_|—_0 * ° SP23 Streptococcus sp. HMT_074 (6.63%]|0%]|0%)

® - < SP25 Streptococcus peroris (6.92%]|0%|0%)

® Group?2 — °“ SP2 Enterococcus faecalis (0%]81.05%|86.38%)

@ Group1a e « « 5SP67 Granulicatella adiacens (1.53%]|0%|0%)

@ GroupiB ——————— « -« SP106 Abiotrophia defectiva (1.38%]|0%|0%)
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