0

T T T T
20 40 60 80 100
Value

,II

I | L
I“Jl

I‘ I\I

\I III

b [ “I .

’I"I \lll | \

| | | | I|| 1 | [l

DANDHNONMAADARANITIRAOOOANARDONDVAOTNT H DOV LOND D
OFTNOTNANDPOOOONAOONTONOANNNRIONARANDNOONNANT D AN D
CONOINONMAOARRNNdOdYTHOOIONOINANLANDAINNOVLAOONNN
IS I I I I I I I I I I I I I IS I I I TSI I IIIIITIIISISISISISIITISIIS S
1010 LD LD LD LD LD L) 1O 1) 1) 1) L) LD LD LD LD LD LD L) L) 1) 1) LD LD LD LD LD LD L) L) L) 1) 1) LD LD LD LD LD LD L) L) L) 1) 1) 1D
COOVOOLOLRVVVVVVVVVRLVVVVLVOOLVLLVVVVVVOOOVOOVVYWY
R A A A A A A A A B A A A A A A B B D A A A A A A B A A A A A A s 4
ANANNNNNNNANANNNNNNNNNNNNNNNNNNNNNNNNN NN NN NN NN N
i i i i i i i i i i i i i i i i i i i i i i i i g i g e g g e g g 4
o e o
NONNNNNNNNNNNNNNNDNNNDNNNNNNNNNNNNNNNNNNNNNNDNND

Samples

Caries_Source

@ CFAT plague
@D EC plaque
@D /C plague
@D remin plaque

Lachnoanaerobaculum
Campylobacter

Schaalia

Selenomonas
Saccharibacteria_(TM7)_[G-1]
Absconditabacteria_(SR1)_[G-1]
Conchiformibius_Kingella
Gracilibacteria_(GN02)_[G-1]
Peptoanaerobacter_Peptostreptococcaceae_[XI][G-7]
Lachnospiraceae_[G-3]
Ruminococcaceae_[G-1]
Enterococcus
Saccharibacteria_(TM7)_[G-6]
Eikenella_Neisseria

Eikenella
Aggregatibacter_Necropsobacter
Tannerella
Centipeda_Selenomonas
Lachnospiraceae_[G-2]
Arachnia
Gracilibacteria_(GN02)_[G-2]
Acinetobacter

Ottowia

Bergeyella

Moraxella

Pseudomonas

Granulicatella

Alloprevotella

Cardiobacterium

Abiotrophia

Kingella

Fusobacterium

Prevotella

Porphyromonas

Gemella

Peptidiphaga

Aggregatibacter

Lautropia

Capnocytophaga
Kingella_Neisseria

Neisseria

Sphingomonas

Haemophilus

Veillonella

Rothia

Actinomyces

Corynebacterium

Leptotrichia
Morococcus_Neisseria

Streptococcus

Genus



