
0.000

0.005

0.010

0.015

0.020

0.025
R

e
la

ti
v
e
 a

b
u
n
d
a
n
ce

class: AC_salivaclass: C1_salivaclass: C2.5_salivaclass: C4_salivaclass: C6.5_salivaclass: CFAT_salivaclass: EC_salivaclass: missing_salivaclass: remin_saliva

K_Bacteria.P_Actinobacteria.C_Actinomycetia.O_Corynebacteriales.F_Corynebacteriaceae


