eobacteria.C_Alphaproteobacteria.O_Sphingomonadales.F_Sphingomonadaceae.G_Sphingomonas.S_m
[cla clgclass: C2.5class: C4_jclass: C6.5_| class: CFAT_pIa[cIass: Ed class:|class: remin_plaque]

0.05 H- ||

0.04 H--{-|--

0.03H ||

0.02 H--{---}--

Relative abundance

0.01 F -1

0'00 | 1 | 1 |



