 Proteobacteria.C_Epsilonproteobacteria.O_Campylobacterales.F_Campylobacteraceae.G_Campylobac
[cla clgclass: C2.5class: C4_fclass: C6.5_| class: CFAT_pIa[cIass: Ed class:|class: remin_plaque]

0.0015

0.0010

Relative abundance

'H
0.0005 " -

0.0000 ”



