roteobacteria.C_Gammaproteobacteria.O Pasteurellales.F_Pasteurellaceae.G_Aggregatibacter.S_multi

203911 | [class: AC_saliva|
0.025H - M
(O]
O
o
8 0.020H - |
C
>
o]
© 0015 kol 10141
(]
2
—
& 0.010
)
o
0.005
0.000




