K Bacteria.P_Firmicutes.C _Clostridia.O_Negativicutes.F_Veillonellaceae.G_Veillonella.S_dispar
005/ | |class: ACsalivall | (class: EC salival | | -

o

o

N
|

0.03f oo | - Ht4+14-1 N T I

0.02H | | — IIH RS B Y R U W g 4

I e

Relative abundance

0.0t -y -

0.00



