Significantly Represented Taxa

P_Firmicutes
C_Bacilli
O_Lactobacillales
F_Streptococcaceae
G_Streptococcus
S_danieliae
S sp__MOT_012
F_Staphylococcaceae
S_multispecies_spp22_2
G_Staphylococcus
S_danieliae_nov_97_379
O_Bacillales
K_Eukaryota
P_Streptophyta
C_Magnoliopsida
F_Alcaligenaceae
S_danieliae_nov_96_787
G_Achromobacter
G_Triticum
S_aestivum
F_Poaceae
O_Poales
S_multispecies_spp55_2
G_Mammaliicoccus
F_Xanthomonadaceae
S_danieliae_nov_93_952
O_Xanthomonadales
G_Stenotrophomonas
S_maltophilia
S_lacydonensis
S_aestus
O_Pseudomonadales
G_Pseudomonas
F_Pseudomonadaceae
S_pulmonis
G_Peptoniphilus
F_Peptoniphilaceae
S_danieliae_nov_95_582
O_Ericales
G_Actinidia
F_Actinidiaceae
S_eriantha
F_Peptoniphilaceae
S_magna
O_Tissierellales
_granulosum_nov_96_788
G_Finegoldia
C_Tissierellia
S_acnes_nov_96_815
S_lentus
S_danieliae_nov_93_387
S_danieliae_nov_96_976
S_danieliae_nov_96_774
P_Proteobacteria
F_Enterobacteriaceae
O_Enterobacterales
C_Gammaproteobacteria
C_Alphaproteobacteria
O_Hyphomicrobiales
S_myrsinacearum
F_Phyllobacteriaceae
G_Phyllobacterium
F_Burkholderiaceae
O_Burkholderiales
C_Betaproteobacteria
G_Escherichia
G_Burkholderia
S_multispecies_spp69_3
S_coli
F_Propionibacteriaceae
G_Cutibacterium
S_acnes
G_Shigella
C_Actinomycetia
P_Actinobacteria
O_Actinomycetales
S_sonnei
S_boydii
G_multigenus
S_multispecies_sppl4_2
S_multispecies_spp27_2
F_Rhizobiaceae
G_multigenus
S_fergusonii
O_Corynebacteriales
G_Corynebacterium
F_Corynebacteriaceae
S_chosunense
G_Bacillus
S_multispecies_spp66_5
S_multispecies_spp85_2
S_flexneri
S_multispecies_spp4_3
O_Rhizobiales
G_Mesorhizobium
S_huakuii
F_Rhizobiaceae
S_fermentum
S_tuberculostearicum
S_multispecies_spp89_3
S_monocytogenes
S_multispecies_spp109_2
G_multigenus
G_Listeria
S_enterica
S_multispecies_spp59 8
F_Listeriaceae
S_pilbarense
G_Salmonella
S_mucifaciens
S_hominis
S_granulosum
S_mitis
C_Bacteroidia
P_Bacteroidetes
O_Bacteroidales
F_Muribaculaceae
F_Lactobacillaceae
C_Clostridia
O_Eubacteriales
G_Duncaniella
G_Lactobacillus
G_Muribaculaceae_ G_1_
S_johnsonii
F_Lachnospiraceae
O_Erysipelotrichales
C_Erysipelotrichia
G_Prevotella
F_Prevotellaceae
S_shahii_nov_87_903
S_sanguinis_nov_95 949
G_Turicibacter
F_Turicibacteraceae
G_Muribaculaceae_ G_2_
um_MOT_129_nov_91_870
F_Clostridiaceae
_Lachnospiraceae_ G_14_
G_Clostridium
S_freteri_nov_91_952
S_disporicum
um_MOT_104_nov_89 703
S_freteri_nov_88_668
G_Actinomyces
F_Actinomycetaceae
P_Verrucomicrobia
O_Verrucomicrobiales
C_Verrucomicrobiae
F_Akkermansiaceae
S_muciniphila
G_Akkermansia
F_Bacillaceae
G_Salinibacillus
xinjiangensis_nov_86_160
S_camelliae
S_gallinarum
F_Carnobacteriaceae
polynesiensis_nov_97_183
G_Alkalibacterium
S_pelagium
F_Oscillospiraceae
S_freteri_nov_89_780
S_freteri_nov_88_577
S _freteri_nov_91 515
S_reuteri
G_Limosilactobacillus
F_Erysipelotrichaceae
G_Alistipes
F_Rikenellaceae
F_Eubacteriales_ F 1_
S_bacterium_MOT_185
um_MOT_129 _nov_88_200
S_freteri_nov_86_373
K_Bacteria
G_Faecalibaculum
S_rodentium
G_Lachnospiraceae_ G 6_
G_Eubacteriales_ G_1_
um_MOT_185_nov_95 949
S_freteri_nov_86_922
G_Lachnoclostridium
um_MOT_104_nov_88_911
um_MOT_185_nov_97_015
G_Marvinbryantia
S_sp__strain__D2_1X_79_
S_intestinalis
senegalensis_nov_93_483
S_bacterium_MOT_159
F_Propionibacteriaceae
O_Propionibacteriales
O_Rhodobacterales
G_Anaerotignum
F_Rhodobacteraceae
G_Paracoccus
S_polynesiensis
_Lachnospiraceae_ G_11_
G_Eisenbergiella
um_MOT_171 nov_94_179
um_MOT_185_nov_97_228
G_Faecalicatena
S_canis_nov_93_542
G_Gluceribacter
S_multispecies_spp18_2
S_thoenii
G_Acidipropionibacterium
G_Anaerocolumna
S_freteri_nov_95_510
G_Adlercreutzia
C_Coriobacteriia
O_Eggerthellales
F_Eggerthellaceae
G_Lachnospiraceae_ G_7_
S_sp__strain__D2_1X 71_
G_Mordavella
G_Kineothrix
S_sp__MOT_127
S_olivae
um_MOT_129_nov_86_720
S_sp__strain__1XD42_54_
G_Eubacterium
F_Eubacteriaceae_ XV_
O_Clostridiales
C_Deferribacteres
G_Mucispirillum
F_Mucispirillaceae
S_schaedleri
S_freteri_nov_87_149
O_Deferribacterales
P_Deferribacteres
ies_sppnl0_2_nov_93_568
G_Coprococcus
um_MOT_185_nov_95_745
S_sp__strain__1XD21_23_
G_Murimonas
S_freteri_nov_90_982
S_laeviglucosivorans
S_intestini_nov_89_648
um_MOT_104_nov_87_873
S_freteri_nov_89_463
S_sp__strain__MGB_1_
__1XD21_23_ nov_95_595
S_bacterium_MOT_177
G_Muricomes
G_Roseburia
um_MOT_104_nov_89 264
G_Pseudoflavonifractor
strain__136x__nov_93_407
equolifaciens_nov_96_983
G_Bariatricus
_massiliensis_nov_89 506
S _freteri_nov_87_298
um_MOT_153_nov_91_684
_massiliensis_nov_93_509
G_Oscillospiraceae_ G _6_
S_caecimuris_nov_89 270
F_Bacteroidaceae
S_freteri_nov_93_750
G_Acetivibrio
G_Phocaeicola
senegalensis_nov_93_522
ain__D16_59_ nov_90_812
um_MOT_168_nov_94_606
um_MOT_172_nov_93_320
S_hominis_nov_89 583
G_Blautia
G_Lachnospiraceae_ G_3_
G_Fusicatenibacter
um_MOT_129_nov_85_111
um_MOT_171_nov_92_931
S_sp__strain__1XD42_85_

S sp__strain__1XD8 87_
n__1XD8 92_ nov_97_309
equolifaciens_nov_89 530

S_alysoides_nov_89 855
cellulosilytica_nov_86_071
ystanoligenes_nov_90 213

S_bacterium_MOT_162
S_muris
G_Eubacteriales_ G _2_
_D2_1X_45_nov_96_205
S_mangrovi
um_MOT_185_nov_92_537
S_muris
ystanoligenes_nov_91_489
S_freteri_nov_87_976
um_MOT_161_nov_97_881
um_MOT_104_nov_88_340
_Lachnospiraceae_ G_12_
)stanoligenes_nov_91_667
S_sp__strain__1XD42_72_
S _freteri_nov_94_898
G_Absiella
charolyticum_nov_92_946
5__Clostridium__cocleatum
S_disporicum_nov_97_849
S_sp__strain__D2_1X_72_
G_Acutalibacter
G_Oscillospiraceae_ G_7_
S_bacterium_MOT_154
G_Eubacteriales_ G_4_
S_bacterium_MOT_184
um_MOT_185_nov_92_766
um_MOT_171_nov_95_218
um_MOT_180_nov_89 676
Jm__scindens_nov_89_300
G_Erysipelatoclostridium
S_multispecies_spp45_2
G_Marinisporobacter
S_balticus_nov_82_839
um_MOT_168_nov_93_776
livapovliticus_nov_97_595
S_sp__strain__C_28_
xylanovorans_nov_88 212
~WYJ26_X68__nov_93_873
__1XD42_85__nov_97_098
um_MOT_177_nov_92_608
G_Trichococcus
O_Rhodospirillales
S_bacterium_MOT_164
G_Phocea
S_fissicatena_nov_94_824
iccharivorans_nov_90_586
S_blakemorei_nov_83_259
charolyticum_nov_90_496
F_Thalassospiraceae
S_pasteurii
S_freteri_nov_87_776
um_MOT_159 nov_81 420
S_chromiireducens
G_Magnetovibrio
_WYJ26_X68__nov_94_105
um_MOT_178_nov_95_344
G_Ruminococcus
G_Lacrimispora
um_MOT_172_nov_91_770
_herbivorans_nov_92_562
_xylanolytica_nov_94_398
_massiliensis_nov_89 787
n__1XD8_92_ nov_92_841
aminophilum_nov_86_983
S_sp__strain__C_37_
S_sp__strain__1XD8 92_
G_Anaerobium
S_sp__strain__D2_1X_13_
G_Lachnospiraceae_ G_1_
_massiliensis_nov_85_744
cellulosilytica_nov_90_683
cellulosilytica_nov_91 909
G_Oscillibacter
S_bacterium_MOT_166
G_Robinsoniella
S_sp__strain__128x_
um_MOT_183 nov_97_868
um_MOT_172_nov_94 617
polynesiensis_nov_94 153
S_freteri_nov_87_273
um_MOT_183_nov_94_670
G_Tessaracoccus
G_Beduini
G_Pilibacter
yccharivorans_nov_88 912
F_Sutterellaceae
G_Oscillospiraceae_ G _3_
_massiliensis_nov_86_708
S_bacterium_MOT_150
S_termitis_nov_90_581
S_excrementihominis
S_aquimaris
G_Romboutsia
G_Parasutterella
5_bogoriensis_nov_97_872
G_Cellulomonas
F_Peptostreptococcaceae
F_Cellulomonadaceae
O_Micrococcales
S_ilealis
F_Helicobacteraceae
succinogenes_nov_80 044
ies_sppn31_2_nov_93_802
G_Wolinella

O_Campylobacterales

C_Epsilonproteobacteria
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