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P_Deferribacteres
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um_MOT_129_nov_86_720
n__1XD8 92_ nov_97_309

F_Eggerthellaceae

O_Eggerthellales

G_Adlercreutzia

C_Coriobacteriia
um_MOT_104_nov_87_873
S _freteri_nov_87_976
G_Blautia
S_hominis_nov_89 583

senegalensis_nov_93_522

G_Marinisporobacter
S_balticus_nov_82_839
S_freteri_nov_87_298

S_freteri

)stanoligenes_nov_91 489

S_bacterium_MOT_184
um_MOT_104_nov_89 264
um_MOT_183_nov_97_868

S_sp__strain__1XD8_92_

S_muris
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S_danieliae_nov_97_379
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